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In this article the legend for Fig. 2 was inadvertently pro-
cessed incorrectly; the Fig. 2 caption should appeared as
shown below.

Figure 2 Structure and sequence of C3aR1, gC1qR and
HSPAS. A Left to right: 3-dimensional structures of
human C3aR1 (NP_001313406.1, homology model [4]),
ClgR (PDB: 6SZW [81]), and structure binding domain of
HPSAS8 (PDB: 4PO2 [80]). Structures are shown as ribbon
representation and colored by chain. B Multiple sequence
alignment of human and mouse sequences of C3aRl,
ClgR, and HSPAS8. Alignment performed with MUS-
CLE in Schrodinger Multiple Sequence Viewer (Maestro,
Schrodinger, LLC, New York, NY, 2020) with 10.0 open-
ing gap and 0.20 extending gap penalties and manually
inspected. Only sequence regions within 10 residues of

The original article can be found online at https://doi.org/10.1007/
s00018-021-03944-1.
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C3aR1 key binding site residues are shown for simplicity.
Grey rectangles indicate extension of sequences not shown.
Black outline indicates C3aR1 residues that form salt bridge
interactions with TLQP-21 pharmacophore
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