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Erratum 

K~N~, G. J., 1986: A Taxometric Analysis of Seed Proteins in the Genus B r i z a  s.  1. 

( P o a c e a e ) .  - Plant Syst. Evol. 151, 163-  174. 

We regret that plates a and c of the original Fig. 5 have been left out. They are 
inserted here in full. 
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Fig. 5 a 
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Fig. 5 b 
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Fig. 5 c 

Fig. 5. Drawings of cluster webs: Three dimensional models were constructed 
from the data in Table 3. Each link represents the distance coefficient derived from 
the sum of squared euclidean distances between OTUs. All species-species linkages 
were built into the model, but only some are drawn for clarity. The numbers at 
each node correspond to those in Table 3. a) Cluster web from morphological 
characters, b) from binary scoring of polypeptide bands and c) from polypeptide 

data taking into account the relative heights of peaks 


