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The publisher regrets that in the original publication there was an error. Note 16 of 
Chapter 22 should read as follows:

Reagent and endoproteinase dilutions are calculated based on a final protein concentration 
of 1 ug/uL (100 ug of protein in 100 uL of solution). This is achieved by mathematically 
dividing 100 ug (83 uL is the total volume substracted by reagent volumes) by the protein 
concentration determined in Subheading 3.3. If the concentrated protein is diluted to less 
than 1.2 ug/uL, adjust reagent and/or endoproteinase volumes to final concentrations 
stated in the protocol.

The online version of the original chapter can be found at 
http://dx.doi.org/10.1007/978-1-62703-360-2_22
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