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Abstract Reversible post-translational modifications of vari-
ous cardiac proteins regulate the mechanical properties of the
cardiomyocytes and thus modulate the contractile perfor-
mance of the heart. The giant protein titin forms a continuous
filament network in the sarcomeres of striated muscle cells,
where it determines passive tension development and modu-
lates active contraction. These mechanical properties of titin
are altered through post-translational modifications, particu-
larly phosphorylation. Titin contains hundreds of potential
phosphorylation sites, the functional relevance of which is
only beginning to emerge. Here, we provide a state-of-the-
art summary of the phosphorylation sites in titin, with a par-
ticular focus on the elastic titin spring segment. We discuss
how phosphorylation at specific amino acids can reduce or
increase the stretch-induced spring force of titin, depending
on where the spring region is phosphorylated. We also review
which protein kinases phosphorylate titin and how this

phosphorylation affects titin-based passive tension in
cardiomyocytes. A comprehensive overview is provided of
studies that have measured altered titin phosphorylation and
titin-based passive tension inmyocardial samples from human
heart failure patients and animal models of heart disease. As
our understanding of the broader implications of phosphory-
lation in titin progresses, this knowledge could be used to
design targeted interventions aimed at reducing pathologically
increased titin stiffness in patients with stiff hearts.
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Introduction

Our heart continually adapts to changes in hemodynamic load
and responds to neurohumoral stress, which requires the dy-
namic regulation of cardiac contractile performance on a beat-
to-beat basis. Control of heart function is exerted predomi-
nantly via signal regulation that often involves transient or
longer-lasting post-translational modifications (PTMs) of car-
diomyocyte proteins. A frequent and well-studied type of
PTM is phosphorylation, which is important to many biolog-
ical processes (Pawson and Scott 2005) and plays a pivotal
role in the regulation of cardiomyocyte protein function
(Hamdani et al. 2008a; Solaro 2008). This phosphorylation-
mediated regulation is complex and involves compartmental-
ization and cross-talk between protein kinases (PKs) and pro-
tein phosphatases (PPs). Alterations in PK and PP activities
are implicated in cardiomyocyte dysfunction and contribute to
reduced cardiac output in heart disease. Multiple other PTMs
have been found in cardiomyocyte proteins, such as O-
GlcNAcylation (Ramirez-Correa et al. 2008), arginylation
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(Cornachione et al. 2014; Leite et al. 2016; Rai et al. 2008), S-
nitrosylation (Figueiredo-Freitas et al. 2015) and oxidation
(Alegre-Cebollada et al. 2014; Aryal et al. 2014; Balogh
et al. 2014; Beedle et al. 2016; Canton et al. 2011; Eaton
et al. 2002; Grützner et al. 2009; Stathopoulou et al. 2016).
A myriad of functional consequences have been described for
these PTMs, which is an area of intense study. In this review,
we focus on PTMs of titin, the largest protein in our body
expressed in the contractile units, the sarcomeres.

The giant protein titin

The sarcomere is composed of three main filament sys-
tems: the myosin-based thick filament, the actin-based thin
filament, and the titin filament (Fig. 1, top). Individual titin
molecules span the entire 1–2 μm distance of the half-
sarcomere from the Z-disk to the M-band. Several alterna-
tive splicing events, mostly in the I-band titin region which
encompasses more than 220 of the 364 TTN exons, pro-
duce three main full-length isoforms: shorter, stiffer N2B
(3000 kDa) and longer, more compliant N2BA isoforms
(>3200 kDa) in the heart, as well as variable-length N2A
isoform in skeletal muscles (Bang et al. 2001; Neagoe et al.
2003; Prado et al. 2005). Rare isoforms of titin include the
full-length variants Novex-1 and Novex-2, and the truncat-
ed Novex-3 isoform (625 kDa). A novel isoform, termed
Cronos (2300 kDa), is expressed under the control of an
alternative promoter located near the I-band/A-band junc-
tion (Zou et al. 2015). Cronos was suggested to have a role
in sarcomeric (A-band) assembly, at least in zebrafish (Zou
et al. 2015), but a recent study found little evidence to
support this hypothesis (Shih et al. 2016). In contrast to
the I-band part of titin, almost all exons encoding the A-
band and M-band regions of the titin molecule are consti-
tutively expressed. A-band titin is tightly associated with
myosin and myosin-binding protein-C (reviewed by Linke
and Hamdani 2014). Near the M-band portion of titin is the
titin-kinase domain (TK), which was shown to be activated by
mechanical strain in vitro (Puchner et al. 2008). However,
according to recent structural data, TKmay be a pseudokinase
(Bogomolovas et al. 2014). Notwithstanding this controversy,
TK has been established as a scaffold for multiple protein-
protein interactions (Lange et al. 2005; Mayans et al. 1998).

The function of titin as a molecular spring determines
the Bpassive^ elasticity of the sarcomere (Li et al. 2002;
Linke et al. 1994; Trombitás et al. 1995). The elastic
spring region of titin is in the I-band segment of the mol-
ecule. This region has a complex structure comprising two
types of extensible segments (Freiburg et al. 2000): (1)
tandem Ig-domain regions termed ‘proximal-Ig’ (constitu-
tively expressed), ‘middle-Ig’ (alternatively spliced), and
‘distal-Ig’ (constitutively expressed); and (2) intrinsically

disordered structures, including the unique sequence of
the cardiac-specific ‘N2B’ element (‘N2Bus’) and the
‘PEVK’ segment, which contains numerous 26–28 residue
motifs rich in proline, glutamate, valine and lysine (Fig. 1,
top). Only repeats 27–31 in the NH2-terminal region of
the human PEVK segment are constitutively expressed in
the full-length titin isoforms. When the cardiac sarcomere
is stretched, the Ig-domain segments straighten out before
the PEVK and N2Bus elements become extended (Li
et al. 2002; Linke et al. 1996; Linke et al. 1999).
Sarcomere stretching also increases the unfolding proba-
bility of the Ig domains, some of which will unfold at the
low passive forces (less than 10 pN/titin molecule) present
in sarcomeres that are extended in the physiological work-
ing range (Rivas-Pardo et al. 2016). In cardiomyocytes,
titin is the primary source of passive tension within a
sarcomere length (SL) range of ∼1.8–2.2 μm (Linke
et al. 1994) and, thus, is the main determinant of myocar-
dial diastolic passive stiffness during physiological load-
ing (Linke and Hamdani 2014). Apart from being
established as the passive elastic spring of the sarcomere,
titin has also been implicated in active muscle contraction
(Cazorla et al. 2001; Fukuda et al. 2001; Li et al. 2016;
Rivas-Pardo et al. 2016).

Titin-based myocardial passive stiffness can be modu-
lated under physiological conditions and in heart disease,
including human heart failure (HF). In end-stage failing
human hearts, titin-based passive tension is lowered due
mainly to isoform switching towards the more compliant
N2BA isoform (Neagoe et al. 2002). Another modifier of
titin stiffness is the binding of heat shock proteins to elas-
tic I-band domains (Bullard et al. 2004; Kötter et al.
2014). Moreover, titin-based elastic force is affected by
PTMs, of which phosphorylation has been studied most
intensely and will be covered in detail below. Additional
PTMs that alter the stiffness of titin include arginylation
(Leite et al. 2016) and various oxidative modifications,
such as disulfide bonding (Grützner et al. 2009), S-
glutathionylation (Alegre-Cebollada et al. 2014), and
sulfenylation (Beedle et al. 2016). The functional role of
oxidative modifications in titin has been previously
reviewed by us (Beckendorf and Linke 2015; Breitkreuz
and Hamdani 2015) and will not be discussed further
here. An evolving topic over the last decade has been
the pathologically altered titin phosphorylation in HF with
preserved or reduced ejection fraction (HFpEF or HFrEF,
respectively), which often causes cardiomyocyte stiffen-
ing. Global myocardial stiffening is a hallmark of
HFpEF (Gladden et al. 2014) and may be due, in part,
to dysregulated titin phosphorylation (Linke and
Hamdani 2014). Considering the important role of titin
phosphorylation for mechanical heart function under
physiological and pathological conditions, this review
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aims to summarize what is known about these properties,
with a special focus on the cardiac titin springs.

Potential and established phosphorylation sites
along the titin molecule

In light of its large size, titin could well be the protein with the
most phosphorylation sites. Indeed, proteomic databases list
hundreds of potential phosphosites in human, mouse, or rat

titin (Fig. 1a–c; Supplementary Table), which are searchable
by web-based resources, such as http://gygi.med.harvard.edu/
phosphomouse/index.php (Huttlin et al. 2010), http://cpr1.
sund.ku.dk/cgi-bin/PTM.pl (Lundby et al. 2012), or http://
www.phosphosite.org/ (Hornbeck et al. 2015). How phos-
phorylation affects titin function has been studied for only a
limited number of phosphosites. Earlier work demonstrated
that proline-directed kinases, including extracellular signal-
regulated kinase-1/−2 (ERK1/2) and cyclin-dependent protein
kinase-2 (Cdc2), phosphorylate specific motif repeats

Fig. 1 Phosphorylation sites identified in human, mouse, and rat titin. Top
Layout of the N2BA titin isoform in the cardiac half-sarcomere. a–c
Positions of phosphorylation sites on (a) human titin (34,350 amino
acids; UniProtKB entry Q8WZ42–1), (b) mouse titin (35,213 amino
acids; UniProtKB entry A2ASS6.1), and (c) rat titin (34,252 amino acids;
NCBI entry XP_008773743.1). Only some of the many (potential)
phosphosites in titin identified in large phosphoproteomic screens (see
www.phosphosite.org; Hornbeck et al. 2015) have been confirmed by

site-specific methods such as western blotting with phosphosite-specific
antibodies or back-phosphorylation/autoradiography on recombinant
wild-type and mutant fragments. One study reported titin phosphosites by
in vivo quantitative phosphoproteomics using the SILACmouse (Hamdani
et al. 2013c). A list containing these phosphorylation sites (current as of
March, 2017) is provided in the Online Table. PEVK titin region rich in
proline, glutamate, valine and lysine, TK titin kinase domain, us unique
sequence
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(XSPXR; KSP) within the Z-disk and M-band titin regions
(Gautel et al. 1993; Gautel et al. 1996; Sebestyen et al.
1995). These phosphorylation events were suggested to be
important during developmental stages, e.g., by affecting the
interaction of the respective titin region with a binding partner
(Fernando et al. 2009). However, little else is known about the
functional implications of these PTMs.

A quantitative phosphoproteomics approach using the sta-
ble isotope labeling of amino acids (SILAC) mouse compared
titin phosphorylation in normal wild-type (WT) mouse hearts
with that in mouse hearts deficient in Ca2+/calmodulin-depen-
dent protein kinase-II (CaMKII) isoforms γ and δ (Hamdani
et al. 2013c). At least 17 different sites along the titin molecule
were suggested to be phosphorylated by CaMKII and alto-
gether >70 serine/threonine/tyrosine phosphosites were con-
firmed in titin (Fig. 1b). Fifteen phosphosites were located in
the Z-disk region, 15 in the elastic I-band region, 4 in a region
coded by the Novex-3 exon (exon 48), 22 in A-band titin, and
15 in M-band titin. As regards the large unique sequence ele-
ments of I-band titin, 7 phosphosites were identified in N2Bus
and 4 in the PEVK domain. Importantly, phosphorylation of
the N2Bus and PEVK regions has been shown by single-
molecule force spectroscopy using atomic force microscopy
(AFM) to modify overall titin stiffness (Hidalgo et al. 2009;
Krüger et al. 2009; Perkin et al. 2015), as will be discussed
further below.

Phosphosites in titin Ig-domain segments
and possible functional role

By in vivo quantitative phosphoproteomics, I-band titin
phosphosites were also detected in three Ig domains and
in a linker sequence between two such domains, located
in the proximal and middle Ig segments and the N2A
element, respectively (Hamdani et al. 2013c). Because
web-based resources list many more potential phospho-
sites in the tandem-Ig-domain regions of the titin spring
(Fig. 1), one can speculate that at least some of these
PTMs affect titin stiffness. Several Ig domains in I-band
titin contain phosphosites which are cryptic, i.e., they are
buried in the Ig-domain fold and become exposed only
after domain unfolding. This is also true for the proximal
and middle Ig domains of titin, which preferentially un-
fold under physiological conditions (Rivas-Pardo et al.
2016). Then, phosphorylation of Ig domains could affect
titin stiffness via a mechanism similar to that demonstrat-
ed for titin Ig domains that have been oxidized at cryptic
cysteines: When the Ig domain is unfolded in the presence
of oxidized glutathione (GSSG), refolding is inhibited,
and this mechanical weakening causes reduced titin-
based cardiomyocyte passive tension (Alegre-Cebollada
et al. 2014). If phosphorylation also had such effects,

sarcomere stretching could enhance phosphorylation of
those Ig domains that have unfolded under the increased
stretch force, and thus lower titin-based passive tension.
In summary, while phosphorylation of PEVK and N2Bus
elements in I-band titin has been established as a modifier
of titin elasticity, phosphorylation of Ig-domain segments
could also have a mechanical effect on titin and the
cardiomyocyte.

Phosphorylation sites of the cardiac-specific N2Bus
element

The N2B element of titin is encoded by TTN exon 49 in
human and mouse and is expressed specifically in the cardiac
isoforms of titin, including N2B and N2BA. Exon 49 codes
for three Ig domains and N2Bus (572 residues in human titin).
N2Bus can be phosphorylated by several kinases (Linke and
Hamdani 2014), including PKA (Krüger and Linke 2006;
Yamasaki et al. 2002), cyclic guanosine monophosphate
(cGMP) dependent PKG (Krüger et al. 2009), ERK2
(Raskin et al. 2012), and CaMKIIδ (Hamdani et al. 2013c;
Hidalgo et al. 2013).

PKA sites PKA is activated by cyclic adenosinemonophosphate
(cAMP) following β-adrenergic stimulation. A PKA-
dependent phosphosite in human titin was found at
S4185 using back-phosphorylation assays in connection
with autoradiography on recombinant WT, deletion and
mutation constructs of N2Bus (Krüger et al. 2009).
S4185 is present in human N2Bus but not cross-species-
conserved. This phosphosite was later verified in a mass-
spectrometric screen on PKA-phosphorylated recombinant
N2Bus (Kötter et al. 2013). In the same study, additional
PKA-dependent phosphosites were detected in human
N2Bus at position S4065 (semi-conserved) and in rat
N2Bus at S3744 (non-conserved) and S4010 (conserved;
this is S3991 in mouse titin), and S4012 (semi-conserved)
(Fig. 1a, c). Note that, throughout this review, we refer to
the human titin consensus sequence according to
UniProtKB entry Q8WZ42–1, the mouse consensus se-
quence according to UniProtKB entry A2ASS6.1, and the
rat consensus sequence according to NCBI entry
XP_008773743.1. The complete N2A element and the
constitutive part of the PEVK domain were also tested
in vitro for PKA-dependent phosphorylation, but were ex-
cluded as substrates of this kinase (Krüger et al. 2009).
Phospho-specific antibodies were generated against con-
served p-S4010 (human)/p-S3991 (mouse) and used to
quantify N2Bus phosphorylation by western blot in mouse,
dog, or human heart tissue (Hamdani et al. 2013a, b, c;
Kötter et al. 2013, 2016; Mohamed et al. 2016; Rain
et al. 2014; Tschöpe et al. 2016).

228 Biophys Rev (2017) 9:225–237



PKG sitesCyclic GMP-dependent PKG, which is activated in
signaling cascades initiated by nitric oxide (NO) or natriuretic
peptides, also phosphorylates N2Bus. The first PKG-
dependent phosphosite described for titin (using site-directed
mutagenesis and back-phosphorylation of recombinant hu-
man N2Bus) was S4185 (non-conserved), which is also phos-
phorylated by PKA (Krüger et al. 2009). Additional PKG-
dependent phosphosites were identified by mass-
spectrometry of recombinant human N2Bus at S4092 (semi-
conserved) and S4099 (conserved; this is S4080 in mouse
titin) (Kötter et al. 2013). In recombinantly expressed rat
N2Bus, S3744 (non-conserved) was detected as a PKG-
phosphorylated site. PKG did not phosphorylate the constitu-
tive part of the human PEVK domain in vitro, but, interesting-
ly, it did phosphorylate the N2A element of I-band titin
(Krüger et al. 2009). Phospho-specific antibodies made
against p-S4099 (human)/p-S4080 (mouse) and p-S4185
(human) have served to quantify N2Bus phosphorylation in
mouse, dog, or human heart tissue (Eisenberg et al. 2016;
Hamdani et al. 2013a, c; Kötter et al. 2013, 2016; Mohamed
et al. 2016; Müller et al. 2014; Rain et al. 2014; Zile et al.
2015).

ERK2 sites ERK2 is an effector kinase of the mitogen-
activated protein kinase (MAPK) pathway activated by up-
stream kinase Raf1. ERK2 is recruited to N2Bus, together
with two of its upstream MAPKs, via four-and-a-half LIM-
domain-1 (FHL-1) protein (Sheikh et al. 2008). ERK2 phos-
phorylates N2Bus at specific sites, as detected using back-
phosphorylation assays on recombinant WTand mutated con-
structs of human N2Bus (Raskin et al. 2012). The following
phosphosites were found to be ERK2-dependent (reference to
the human titin consensus sequence): S3918 and S3960 (both
non-conserved), and S4010 (conserved). Thus, S4010
(=S3991 in mouse titin) is phosphorylated by both ERK2
and PKA. Notably, the N2Bus-binding partner FHL-1
blocked phosphorylation of N2Bus at several residues
in vitro, including S4010 (Raskin et al. 2012). However, be-
cause phospho-S4010 is well recognized by phospho-specific
antibodies in heart tissue (Hamdani et al. 2013b, c; Kötter
et al. 2013, 2016; Mohamed et al. 2016), the blocking may
be ineffective in vivo.

CaMKII sites The predominant CaMKII isoform in the heart
is CaMKIIδ, which phosphorylates N2Bus at multiple sites
(Hamdani et al. 2013c; Hidalgo et al. 2013). Using the
above-mentioned SILAC mouse model, quantitative titin
phosphoproteomics were performed comparing heart tissue
from WT and CaMKIIγ/δ double-knockout (KO) mice
(Hamdani et al. 2013c). The CaMKII-dependent phosphosites
thus detected in N2Bus were mostly non-conserved residues.
However, a conserved phospho-serine at S4062 (in human
titin/S4043 in mouse titin) reacted with phospho-specific

antibodies directed at this phosphosite, and the observed
hypo-phosphorylation at this position in CaMKIIγ/δ double-
KO mouse hearts suggested it is a preferred CaMKII
phosphosite (Hamdani et al. 2013c). This finding was further
supported by hyper-phosphorylation of p-S4043 in a transgen-
ic mouse model overexpressing CaMKIIδ (Hamdani et al.
2013c). In a parallel study, recombinantly expressed human
N2Bus was phosphorylated by CaMKIIδ and phospho-
residues were identified by mass spectrometry (Hidalgo
et al. 2013). Various non-conserved serines and threonines in
N2Bus were found to be CaMKIIδ-dependent, while two
phosphosites were highly conserved (S3750 and S4209).

Taken together, the mechanically active N2Bus element in
cardiac titin has been established as a hot spot for phosphory-
lation by different PKs. At the same time, little is known about
protein phosphatases that dephosphorylate N2Bus, although
PP1, PP2a or alkaline phosphatase have been used experimen-
tally to dephosphorylate titin in vitro (Hidalgo et al. 2009;
Krüger and Linke 2006; Krüger et al. 2009). It will be inter-
esting to determine which PP(s) dephosphorylate(s) N2Bus
under physiological conditions in cardiomyocytes.

Phosphorylation of the N2A element

The recombinant N2A region of titin consisting of four Ig
domains and a longer unique sequence insertion was phos-
phorylated by PKG in back-phosphorylation assays (Krüger
et al. 2009). However, the precise phosphorylation sites were
not determined. Notably, phosphorylation by PKG did not
appear to alter the mechanical properties of the N2A element
in single-molecule AFM force-extension measurements
(Krüger et al. 2009). Catalytic subunit of PKAwas also used
in phosphorylation tests on recombinant N2A, but it did not
phosphorylate this titin region (Krüger et al. 2009). In con-
trast, in another study, PKA did phosphorylate the recombi-
nant unique sequence insertion of N2A encompassing 134
residues (Lun et al. 2014). A binding partner of this titin re-
gion, ankyrin repeat domain (Ankrd) protein (Miller et al.
2003), partially blocked PKA-mediated phosphorylation of
the unique sequence insertion in vitro, an effect shown for
both Ankrd1 and Ankrd23 proteins (Lun et al. 2014). The
functional implications of these modifications remain un-
known, but could be related to the putative mechanosensor
function of the N2A element (Linke 2008; Lun et al. 2014).

Phosphorylation sites of the PEVK domain

Studies of site-specific phosphorylation in PEVK, another im-
portant spring element in I-band titin (Linke et al. 1998), have
focused exclusively on the relatively short COOH-terminal
portion coded (in human titin) by exons 219–223. This is the
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∼185-residue-long part of PEVK that is constitutively
expressed in the full-length isoforms, including N2B (where
it is the only bit of PEVK expressed), N2BA, and N2A in
skeletal muscle (Freiburg et al. 2000). The remainder of the
PEVK element (differentially spliced) contains up to ∼2000
residues and has several potential phosphorylation sites
(Fig. 1), which still await verification by site-specific methods.
As of now, two different PKs have been reported to phosphor-
ylate the constitutively expressed PEVK in cardiac muscle,
PKCα (Hidalgo et al. 2009) and CaMKIIδ (Hamdani et al.
2013c; Hidalgo et al. 2013).

PKCα sites PKC is activated by the α1-adrenergic signaling
pathway and PKCα, the predominant isozyme in the heart, is
a key player in contractile dysfunction and HF (Hamdani et al.
2008a). PKCα phosphorylated recombinant human PEVK
domain at two conserved serines, S11878 and S12022, as
determined by mass spectrometry in combination with site-
directed mutagenesis and back-phosphorylation assays
(Hidalgo et al. 2009). Treatment of the PEVK fragment with
protein phosphatase-1, prior to phosphorylation by PKCα,
exacerbated the effect. The cardiac N2Bus element was not
phosphorylated by PKCα in vitro. When the constitutively
expressed PEVK region was deleted in mouse hearts, PKCα
phosphorylation was abolished (Hudson et al. 2010).

CaMKIIδ sites Multiple lines of evidence have documented
PEVK phosphorylation by CaMKIIδ in vivo and in vitro and
may have provided the strongest data on site-specific titin
phosphorylation yet available. SILAC-based quantitative
phosphoproteomics using WT and CaMKIIγ/δ double-KO
mouse hearts identified CaMKII-mediated phosphorylation
at three conserved PEVK sites, T12869, S12871, and
S12884, which correspond to T12007, S12009, and S12022
in human titin, respectively (Hamdani et al. 2013c). These
phospho-residues were verified in site-directed mutagenesis/
back-phosphorylation experiments with recombinant PEVK
to be CaMKIIδ-dependent (Hamdani et al. 2013c). A mass-
spectrometric screen of recombinant PEVK also found
CaMKIIδ phosphorylation at S12022 and suggested that
S11878 (S12742 in mouse titin) may also be phosphorylated
by this kinase (Hidalgo et al. 2013); however, the latter was
not confirmed elsewhere (Hamdani et al. 2013c). Three non-
conserved residues, T11922, T11932 and T11969, were de-
tected in vitro as additional CaMKIIδ-dependent phosphosites
(Hidalgo et al. 2013).

Phospho-specific antibodies identified unaltered phosphor-
ylation at S12742 in CaMKIIγ/δ double-KO versus WT
mouse hearts, but significantly reduced phosphorylation at
S12884 (Hamdani et al. 2013c). Thus, at least S12884
(mouse)/S12022 (human) can be phosphorylated by both
CaMKIIδ and PKCα. The phospho-specific antibodies
against p-S11878 and p-S12022 (p-S12742 and p-S12884 in

mouse titin) have been used repeatedly to quantify PEVK
phosphorylation by western blot in mouse, rat, dog, or human
hearts (Hamdani et al. 2013a, b, c; Hidalgo et al. 2014;
Hudson et al. 2011; Hutchinson et al. 2015; Kötter et al.
2013, 2016; Kovács et al. 2016; Mohamed et al. 2016; Rain
et al. 2014; Tschöpe et al. 2016; Zile et al. 2015).

Taken together, the constitutively expressed portion of
PEVK is a second hot spot for phosphorylation in I-band titin.
As with some phosphosites in N2Bus, a number of conserved
residues in PEVK can be phosphorylated by more than a sin-
gle PK. While it remains unknown which PPs dephosphory-
late PEVK physiologically, PP1 is a good candidate, as it
dephosphorylated the PEVK element in vitro.

Effects of titin segment phosphorylation
on stretch-dependent titin spring force

Phosphorylation of the unique elements in the titin spring
segment has a mechanical effect on the sarcomere. This was
initially shown for PKA-mediated phosphorylation of N2Bus,
which reduced the passive tension of skinned rat and bovine
cardiomyocytes (Yamasaki et al. 2002; Fukuda et al. 2005).
The effect was confirmed in single rat cardiac myofibrils and
was also shown to occur in human cardiac fibers, but not
skeletal myofibers (Krüger and Linke 2006). Even a single
cardiomyocyte contains many different structural elements,
including cytoskeletal filaments, which potentially contribute
to passive tension and elasticity (Robinson et al. 2016).
Therefore, the most direct evidence for the effect of titin phos-
phorylation on titin spring force has come from single-
molecule mechanical measurements using AFM force spec-
troscopy (Krüger et al. 2009; Hidalgo et al. 2009).

Mechanical manipulation of single human N2Bus mole-
cules (flanked by Ig domains) in AFM force-extension exper-
iments showed that the presence of cGMP-activated PKG
increased the persistence length, an important parameter of
(entropic) polymer elasticity and indicator of the polymer’s
bending rigidity, by a factor of ∼2 (Krüger et al. 2009). Such
an alteration in polymer elastic properties is predicted to lower
the force needed to stretch the polymer to a given length.
Using the wormlike chain model, the increase in persistence
length of N2Bus was predicted to lower the force of the whole
cardiac titin spring segment by nearly 20% (Krüger et al.
2009). In an earlier pilot study, phosphorylation of N2Bus
by PKA surprisingly had no significant effect on single-
molecule N2Bus elasticity, as judged by unaltered persistence
length (Leake et al. 2006). In contrast, both ERK2 and
CaMKIIδ increased the persistence length of N2Bus in
AFM force-extension measurements by a factor of 2–3 and
thus lowered the single-molecule force (Perkin et al. 2015).
The effect of CaMKIIδ on force reduction was larger than that
of ERK2. In summary, phosphorylation of N2Bus increases
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the persistence length, which causes reduced overall titin stiff-
ness and explains a modest decrease in passive tension of a
cardiac sarcomere or cardiomyocyte.

The mechanical effect of phosphorylation by PKCα on the
constitutively expressed PEVK domain was also probed in a
single-molecule AFM force-extension study (Hidalgo et al.
2009). Other than with N2Bus, phosphorylation reduced the
persistence length of PEVK and increased the stretch-
dependent force of the titin spring, thus elevating cardiomyo-
cyte passive tension. The increase was on the order of 20–
30%. Taken together, the molecular stiffness of the N2Bus
and PEVK elements is changed in opposite directions upon
phosphorylation. Phosphorylation of N2Bus reduces overall
titin stiffness, phosphorylation of PEVK increases it.

A possible explanation for this opposing effect is the dif-
ferent net charge of N2Bus and PEVK (Kötter et al. 2013;
Linke and Hamdani 2014). N2Bus contains many acidic res-
idues, accounting for the low isoelectric point of this domain.
In contrast, the constitutively expressed part of PEVK has
many basic residues and a much higher isoelectric point.
Introducing negatively charged phosphate groups into the
negatively charged environment of N2Bus could increase in-
tramolecular electrostatic repulsion and lower the compact-
ness of the intrinsically disordered N2Bus, thereby increasing
its distensibility and reducing the force at a given extension.
Conversely, addition of negatively charged phosphate resi-
dues into the positively charged environment of PEVK would
promote electrostatic attraction, lower distensibility, and in-
crease the force at a given extension. According to this theory,
phosphorylation of elastic titin regions by different kinases
can produce different mechanical effects, depending onwhere
the PK phosphorylates the titin spring.

Changes in cardiomyocyte stiffness
upon phosphorylation by different kinases

Various studies on myocardial samples of different species
have provided evidence that those PKs that predominately
phosphorylate N2Bus usually lower the passive tension of
cardiomyocytes, whereas those phosphorylating PEVK typi-
cally increase it. PKA-mediated phosphorylation (specifically,
ex-vivo treatment with the catalytic subunit of PKA) caused a
reduction in passive tension of permeabilized cardiomyocytes
isolated from human (Borbély et al. 2009; Falcão-Pires et al.
2011; Krüger and Linke 2006; Rain et al. 2014; van
Heerebeek et al. 2006), rat (Fukuda et al. 2005; Yamasaki
et al. 2002), cow (Fukuda et al. 2005), mouse (Hamdani
et al. 2008b), and dog heart (Hamdani et al. 2013a). PKG-
dependent phosphorylation also resulted in reduced passive
tension, as demonstrated for human (Borbély et al. 2009;
Krüger et al. 2009), rat (Hamdani et al. 2013b), and dog
cardiomyocytes (Hamdani et al. 2013a). Likewise, ERK2-

mediated phosphorylation decreased the passive tension of
mouse papillary muscles (Perkin et al. 2015). However,
PKCα-mediated phosphorylation caused increased passive
tension in myocardial strips from mouse and pig hearts
(Hidalgo et al. 2009) and in cardiomyocytes from human heart
(Rain et al. 2014).

As CaMKIIδ phosphorylates both N2Bus and PEVK, a
neutral effect of the kinase on passive tension could perhaps
be expected. However, the passive force of skinned mouse
cardiomyocytes was lowered by CaMKIIδ-treatment
(Hamdani et al. 2013c) and at least a trend for reduction was
seen in skinned human cardiomyocytes (Rain et al. 2014). In
support of these findings, a substantial (∼30%) reduction in
passive tension occurred upon incubation of mouse papillary
muscles with CaMKIIδ (Perkin et al. 2015). Furthermore,
cardiomyocytes of CaMKIIγ/δ double-KO mice had in-
creased passive tension, whereas those of CaMKIIδ-
overexpressing transgenic mice had reduced passive tension,
compared to those of WT mice (Hamdani et al. 2013c).
Therefore, the mechanical effect on N2Bus may dominate
over that on PEVK. We thus conclude that CaMKII usually
lowers titin-based spring force. Hence only one kinase
(PKCα) has been identified yet, which increases titin-based
stiffness, whereas four kinases (PKA, PKG, ERK2 and
CaMKIIδ) are known to reduce this stiffness.

Alterations of titin phosphorylation in heart failure

Evidence from our and other laboratories has shown that path-
ologically altered titin phosphorylation can occur in failing
hearts of human patients and animal models, but can also be
rescued ex vivo and in vivo (Linke and Hamdani 2014).

All-titin phosphorylation in human hearts This parameter
has been measured by using the ProQ Diamond (phosphopro-
tein)/Sypro Ruby (total protein) dual-staining system, western
blotting with anti-phosphoserine/threonine antibodies, or au-
toradiography after back-phosphorylation assays. Using the
latter, a deficit for PKG-dependent phosphorylation of titin
was detected in a pioneering study on end-stage failing human
hearts from patients with dilated cardiomyopathy (DCM)
compared to non-failing donor hearts (Krüger et al. 2009).
In LV endomyocardial biopsies from patients with HFrEF,
aortic stenosis, or HFpEF, increased ratios of phospho-
N2BA:phospho-N2B were found by ProQ Diamond/Sypro
Ruby staining (Borbély et al. 2009; Falcão-Pires et al. 2011),
although this may not necessarily indicate altered phosphory-
lation per se, considering that titin isoforms switch towards
N2BA in failing human hearts (Neagoe et al. 2002; Schafer
et al. 2017). Furthermore, total-titin phosphorylation (by ProQ
Diamond/Sypro Ruby staining) was unaltered in another set of
explanted human DCM hearts, while hypertrophic
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cardiomyopathy (HCM) hearts showed modest hypo-
phosphorylation of titin (Kötter et al. 2013). In right ventricu-
lar (RV) samples from patients with pulmonary arterial hyper-
tension, all-titin phosphorylation (by ProQ Diamond/Sypro
Ruby staining) was lowered compared to control samples
from humans with normal pulmonary pressures (Rain et al.
2013). In a small case study, total-titin phosphorylation (by
ProQDiamond/Sypro Ruby staining) was increased in cardiac
biopsies of an HFpEF patient following delivery of electrical
signals during the absolute refractory period (cardiac contrac-
tility modulation), which aims to improve contraction
(Tschöpe et al. 2016). These findings suggested that all-titin
phosphorylation is increased in some forms of human HF, but
decreased or unaltered in other forms. Results also provided
evidence for reversibility of the titin phosphorylation changes
that occur in failing hearts.

All-titin phosphorylation in myocardium from animal
models In dog and rat models of HFpEF versus healthy ani-
mal hearts, all-titin phosphorylation (by ProQDiamond/Sypro
Ruby staining) was reduced, but could be normalized by
ex vivo treatment with PKG (Hamdani et al. 2013a;
Hamdani et al. 2013b). Moreover, in vivo administration of
the cGMP-enhancing agents, sildenafil and brain natriuretic
peptide, acutely increased total-titin phosphorylation in the
dog model (Bishu et al. 2011). A more recent study on the
dog HFpEF model, however, found increased total-titin phos-
phorylation (by ProQ Diamond/Sypro Ruby staining) in sev-
eral cardiac chambers, compared to normal dog hearts (Zakeri
et al. 2016). In mouse hearts with diastolic dysfunction due to
experimental transverse aortic constriction, PKA-mediated to-
tal titin phosphorylation measured via back-phosphorylation/
autoradiography was increased (suggesting lowered titin-
based stiffness), but myocardial passive tension was higher
than in controls (Hudson et al. 2011). Several other experi-
mental mouse models have been studied for alterations in total
cardiac titin phosphorylation. In mice exposed to acute or
chronic volume overload, total-titin phosphorylation (by an-
ti-phosphoserine/threonine antibodies on western blots) was
significantly reduced, compared to sham-operated animals
(Mohamed et al. 2016). This finding differed from that of a
study on a similar mouse model, in which no alterations were
detected in PKA-mediated total-titin phosphorylation (via
back-phosphorylation/autoradiography) (Hutchinson et al.
2015). Furthermore, in a murine model of myocarditis, titin
phosphorylation (by ProQ Diamond/SyproRuby stain) was
significantly reduced but could be restored to normal levels
following virus-mediated injection of an inhibitor of the
interleukin-6 receptor (Savvatis et al. 2014). Along the same
line, the reduction in total-titin phosphorylation (by ProQ
Diamond/SyproRuby stain) and increase in cardiomyocyte
passive tension observed in obese type-2 diabetic versus
healthy mice—which may be related to pathological insulin

signaling affecting titin properties (Krüger et al. 2010; Falcão-
Pires et al. 2011)—were reversed by oral application of
sitagliptin-4, a dipeptidyl peptidase-4 inhibitor prescribed to
diabetic patients (Hamdani et al. 2014). Moreover, in aging
mouse and hypertensive rat hearts, all-titin phosphorylation
could be increased by oral administration of a natural poly-
amine, spermidine, which is known, among others, to increase
NO bioavailability and hence promote cGMP-PKG signaling
(Eisenberg et al. 2016). Many of these studies have thus
shown that cardiac titin phosphorylation is malleable and
can be manipulated by various interventions.

In summary, failing versus healthy human and animal heart
tissue samples have been studied extensively for all-titin phos-
phorylation. Findings have provided initial hints at changes in
titin phosphorylation in diverse pathologies, as well as rever-
sal of phosphorylation through specific treatments. However,
it needs to be acknowledged that measuring all-titin phosphor-
ylation provides only limited insight, considering the hun-
dreds of (potential) phosphosites present in titin (Fig. 1).

Site-specific titin phosphorylation in human hearts In at-
tempts to overcome this limitation, the phospho-specific anti-
bodies generated against N2Bus and PEVK phosphosites
have been used to obtain more detailed information on the
phosphorylation status of the unique spring elements of titin
in heart disease. For HCM and DCM human end-stage failing
versus donor hearts, a study found hypo-phosphorylation of
N2Bus at PKA/ERK2 site p-S4010 and PKG sites p-S4099
and p-S4185 (Kötter et al. 2013). Conversely, PKCα-
dependent phosphosite p-S11878 in PEVK was hyper-phos-
phorylated. Both these alterations are anticipated to increase
titin-based passive tension, and this was indeed observed in
isolated myocardial strips from failing compared to donor
hearts (Kötter et al. 2013). In another study, cardiac titin was
hypo-phosphorylated at S4185 (PKG/PKA site in N2Bus) but
hyper-phosphorylated at S11878 (PKCα site in PEVK) in
HFpEF patients with hypertension, compared to non-
hypertensive HFpEF patients and control subjects (Zile et al.
2015). No significant change was detected at p-S12022
(CaMKIIδ and PKCα site in PEVK). The alterations in
N2Bus and PEVK phosphorylation were associated with in-
creased titin-based stiffness. Moreover, in a subset of end-
stage failing patient hearts showing increased CaMKIIδ ex-
pression and activity, N2Bus sites p-S4010 (PKA/ERK2-de-
pendent) and p-S4062 (CaMKIIδ-dependent) were hyper-
phosphorylated compared to non-failing donor hearts, as
was PEVK site p-S11878 (PKCα-dependent), whereas p-
S12022 (CaMKIIδ/PKCα-dependent) showed a trend for in-
creased phosphorylation and p-S4099 (PKG-dependent)
remained unaltered (Hamdani et al. 2013c). In RV samples
from patients with pulmonary arterial hypertension, N2Bus
phosphorylation at p-S4185 was lower than in non-failing
donor hearts, as was PEVK phosphorylation at p-S12022,
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whereas p-S11878 was unaltered (Rain et al. 2014). These
changes were suggested to determine the increased RV car-
diomyocyte passive tension of the patients.

Site-specific titin phosphorylation in hearts of experimen-
tal animals Animal models of heart disease largely recapitu-
lated the changes in cardiac N2Bus/PEVK phosphorylation
seen in human patients. In a dog model of early HFpEF, a
phosphorylation deficit was found at N2Bus sites S4010
(PKA/ERK2) and S4099 (PKG), whereas phosphorylation at
PEVK site S11878 (PKCα) was increased (Hamdani et al.
2013a). In a metabolic risk-induced animal model of
HFpEF, the obese Zucker spontaneously hypertensive fatty-
1 (ZSF1) rat, N2Bus phosphorylation at S4010 (S3991 in rat)
was lower, but PEVK phosphorylation at S12022 (S12884 in
rat) was higher than in healthy rat hearts, whereas PEVK
phosphorylation at S11878 (S12742 in rat) was unaltered
(Hamdani et al. 2013b). The hearts of renin-overexpressing,
hypertensive rats showed increased phosphorylation at PEVK
site S12742 and unaltered phosphorylation at S12884, while
N2Bus phosphosites were not studied (Kovács et al. 2016). In
mouse hearts stressed by pressure overload due to transverse
aortic constriction surgery, PEVK site p-S11878 (PKCα) was
hyper-phosphorylated and PEVK site p-S12022 (CaMKIIδ/
PKCα) hypo-phosphorylated, whereas N2Bus phosphosites
were again not studied (Hudson et al. 2011). In murine hearts
exposed to acute or chronic volume overload, hypo-
phosphorylation was found at N2Bus sites p-S3991 and p-
S4080 (p-S4043 was unaltered) but also at PEVK site p-
S12884, while PEVK site p-S12742 was hyper-phosphorylat-
ed, compared to sham-operated control hearts (Mohamed
et al. 2016). These changes suggested a stiffer titin.
Surprisingly, a similar mouse model showed no alterations
in site-specific phosphorylation at S12742 and S12022, but
N2Bus sites were not studied (Hutchinson et al. 2015). In a
different experimental mouse model, cardiomyocyte stiffen-
ing was seen in early adaptive ventricular remodeling follow-
ing myocardial infarction and was explained by altered site-
specific titin phosphorylation, as PEVK phosphorylation at
S11878 and S12022 was increased, whereas N2Bus phos-
phorylation at S4010 and S4099 was initially unaltered but
later became reduced (Kötter et al. 2016). Finally, a dramatic,
beneficial, reduction in myocardial diastolic stiffness was
achieved in aging mouse or hypertensive rat hearts by oral
administration of spermidine, and this effect was associated
with increased titin phosphorylation at PKG-dependent
N2Bus site p-S4080 (Eisenberg et al. 2016).

Interestingly, altered titin phosphorylation also occurred in
rodent hearts in response to physiological exercise. Treadmill
running caused altered site-specific cardiac titin phosphoryla-
tion in rats, compared to sedentary controls: N2Bus site p-
S4099 (rat S4080) was hypo-phosphorylated and p-S4010
(rat S3991) unaltered, while PEVK site p-S11878 (rat

S12742) was hyper-phosphorylated and p-S12022 (rat
S12884) hypo-phosphorylated (Müller et al. 2014). In a sim-
ilar study on mice, p-S12022 again responded to exercise with
reduced phosphorylation, while p-S11878 was unaltered
(Hidalgo et al. 2014). These changes were expected to lower
cardiac titin stiffness.

Relevance of altered titin phosphorylation
for cardiac function

Taken together, a general picture has emerged according to
which failing human and animal hearts typically (but not al-
ways) show hypo-phosphorylation at N2Bus sites and hyper-
phosphorylation at PEVK sites. These differential changes are
predicted to coordinately increase titin-based passive tension
in HF, including HFpEF. Reversal of the pathological titin
phosphorylation pattern may be achieved by exercise training
or specific drug interventions and appears to be helpful in
reducing the pathologically increased myocardial stiffness in
disease. Some of the above findings imply that the differential
phosphorylation of the elastic titin elements depends on the
up- or down-regulation of kinase signaling pathways (Linke
and Hamdani 2014). Pharmacological targeting of these path-
ways could be useful in treating HF patients with a stiff heart.

A relevant question that arises out of these observations is
whether or not reduced phosphorylation of N2Bus sites and
increased phosphorylation of PEVK sites should generally be
considered pathological, because they both increase titin-
based stiffness. Increased myocardial passive stiffness is a
key alteration seen in the majority of HFpEF patients (Zile
et al. 2004) and is considered detrimental to cardiac function.
The differential changes in titin phosphorylation at N2Bus and
PEVK sites observed in failing human and animal hearts are
thus likely to promote diastolic dysfunction. However, in-
creased titin-based stiffness may also have beneficial effects
on the heart. There is now excellent evidence suggesting that
lowered titin-based stiffness is associated with reduced length-
dependent activation (LDA) of the contractile apparatus (Ait-
Mou et al. 2016; Beqqali et al. 2016; Cazorla et al. 2001;
Fukuda et al. 2001, 2003; Li et al. 2016; Methawasin et al.
2014; Patel et al. 2012; Terui et al. 2008). LDA is the molec-
ular basis for the Frank–Starling relationship, a long-accepted
law of heart function stating that increased diastolic filling
causes increased contractility. Moreover, if titin stiffness is
raised experimentally due to deletion of the N2B region,
LDA is enhanced (Lee et al. 2010). Therefore, one can expect
that the increased titin-based stiffness that follows from the
differential changes in N2Bus and PEVK phosphorylation
also promotes the Frank–Starling mechanism. The alterations
in titin phosphorylation observed in heart failure could thus
have a beneficial effect on systolic pump function, perhaps
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acting as a compensatory mechanism that helps mobilize the
contractile reserve of the failing heart.

In conclusion, considerable progress has been made in re-
cent years in understanding how phosphorylation modifies
titin, cardiomyocyte, and global myocardial mechanical func-
tion. Nevertheless, the functional relevance of most of the
phosphosites in titin remains to be discovered. As our knowl-
edge of the broader implications of phosphorylation in titin
progresses, new therapeutic opportunities may become appar-
ent whereby targeted interventions to reduce titin stiffness can
be used to correct diastolic LV dysfunction and improve the
outcomes of HF patients with diastolic dysfunction.

Acknowledgements This work was supported by grants from the
German Research Foundation: SFB1002, TPA08 to W.A.L., and HA
7512/2-1 to N.H. and W.A.L.

Compliance with ethical standards

Conflicts of interest Nazha Hamdani, Melissa Herwig and Wolfgang
A. Linke declare that they have no conflicts of interest.

Ethical approval This article does not contain any studies with human
participants or animals performed by any of the authors.

Open Access This article is distributed under the terms of the Creative
Commons At t r ibut ion 4 .0 In te rna t ional License (h t tp : / /
creativecommons.org/licenses/by/4.0/), which permits unrestricted use,
distribution, and reproduction in any medium, provided you give
appropriate credit to the original author(s) and the source, provide a link
to the Creative Commons license, and indicate if changes were made.

References

Ait-Mou Y, Hsu K, Farman GP, Kumar M, Greaser ML, Irving TC, de
Tombe PP (2016) Titin strain contributes to the Frank-Starling law
of the heart by structural rearrangements of both thin- and thick-
filament proteins. Proc Natl Acad Sci U S A 113:2306–2311

Alegre-Cebollada J, Kosuri P, Giganti D, Eckels E, Rivas-Pardo JA,
Hamdani N, Warren CM, Solaro RJ, Linke WA, Fernández JM
(2014) S-glutathionylation of cryptic cysteines enhances titin elas-
ticity by blocking protein folding. Cell 156:1235–1246

Aryal B, Jeong J, Rao VA (2014) Doxorubicin-induced carbonylation and
degradation of cardiac myosin binding protein C promote
cardiotoxicity. Proc Natl Acad Sci U S A 111:2011–2201

Balogh A, Santer D, Pásztor ET, Tóth A, Czuriga D, Podesser BK,
Trescher K, Jaquet K, Erdodi F, Edes I, Papp Z (2014)
Myofilament protein carbonylation contributes to the contractile
dysfunction in the infarcted LV region of mouse hearts.
Cardiovasc Res 101:108–119

Bang ML, Centner T, Fornoff F, Geach AJ, Gotthardt M, McNabb M,
Witt CC, Labeit D, Gregorio CC, Granzier H, Labeit S (2001) The
complete gene sequence of titin, expression of an unusual approxi-
mately 700-kDa titin isoform, and its interaction with obscurin iden-
tify a novel Z-line to I-band linking system. Circ Res 89:1065–1072

Beckendorf L, LinkeWA (2015) Emerging importance of oxidative stress
in regulating striated muscle elasticity. J Muscle Res Cell Motil 36:
25–36

Beedle AE, Lynham S, Garcia-Manyes S (2016) Protein S-sulfenylation
is a fleetingmolecular switch that regulates non-enzymatic oxidative
folding. Nat Commun 7:12490

Beqqali A, Bollen IA, Rasmussen TB, van den Hoogenhof MM, van
Deutekom HW, Schafer S, Haas J, Meder B, Sørensen KE, van
Oort RJ, Mogensen J, Hubner N, Creemers EE, van der Velden J,
Pinto YM (2016) A mutation in the glutamate-rich region of RNA-
binding motif protein 20 causes dilated cardiomyopathy through
missplicing of titin and impaired Frank-Starling mechanism.
Cardiovasc Res 112:452–463

Bishu K, Hamdani N, Mohammed SF, Kruger M, Ohtani T, Ogut O,
Brozovich FV, Burnett JC Jr, Linke WA, Redfield MM (2011)
Sildenafil and B-type natriuretic peptide acutely phosphorylate titin
and improve diastolic distensibility in vivo. Circulation 124:2882–
2891

Bogomolovas J, Gasch A, Simkovic F, Rigden DJ, Labeit S, Mayans O
(2014) Titin kinase is an inactive pseudokinase scaffold that sup-
ports MuRF1 recruitment to the sarcomeric M-line. Open Biol 4:
140041

Borbély A, Falcão-Pires I, van Heerebeek L, Hamdani N, Edes I, Gavina
C, Leite-Moreira AF, Bronzwaer JG, Papp Z, van der Velden J,
Stienen GJ, Paulus WJ (2009) Hypophosphorylation of the stiff
N2B titin isoform raises cardiomyocyte resting tension in failing
human myocardium. Circ Res 104:780–786

Breitkreuz M, Hamdani N (2015) A change of heart: oxidative stress in
governing muscle function? Biophys Rev 7:321–341

Bullard B, Ferguson C, Minajeva A, Leake MC, Gautel M, Labeit D,
Ding L, Labeit S, Horwitz J, Leonard KR, Linke WA (2004)
Association of the chaperone alphaB-crystallin with titin in heart
muscle. J Biol Chem 279:7917–7924

Canton M, Menazza S, Sheeran FL, Polverino de Laureto P, Di Lisa F,
Pepe S (2011) Oxidation of myofibrillar proteins in human heart
failure. J Am Coll Cardiol 57:300–309

Cazorla O, Wu Y, Irving TC, Granzier H (2001) Titin-based modulation
of calcium sensitivity of active tension in mouse skinned cardiac
myocytes. Circ Res 88:1028–1035

Cornachione AS, Leite FS,Wang J, Leu NA, Kalganov A, Volgin D, Han
X, Xu T, Cheng YS, Yates JR 3rd, Rassier DE, Kashina A (2014)
Arginylation of myosin heavy chain regulates skeletal muscle
strength. Cell Rep 8:470–476

Eaton P, Byers HL, Leeds N, Ward MA, Shattock MJ (2002) Detection,
quantitation, purification, and identification of cardiac proteins S-
thiolated during ischemia and reperfusion. J Biol Chem 277:9806–
9811

Eisenberg T, Abdellatif M, Schroeder S, Primessnig U, Stekovic S, Pendl
T, Harger A, Schipke J, Zimmermann A, Schmidt A, Tong M,
Ruckenstuhl C, Dammbrueck C, Gross AS, Herbst V, Magnes C,
Trausinger G, Narath S, Meinitzer A, Hu Z, Kirsch A, Eller K,
Carmona-Gutierrez D, Büttner S, Pietrocola F, Knittelfelder O,
Schrepfer E, Rockenfeller P, Simonini C, Rahn A, Horsch M,
Moreth K, Beckers J, Fuchs H, Gailus-Durner V, Neff F, Janik D,
Rathkolb B, Rozman J, de Angelis MH, Moustafa T, Haemmerle G,
Mayr M,Willeit P, von Frieling-SalewskyM, Pieske B, Scorrano L,
Pieber T, Pechlaner R, Willeit J, Sigrist SJ, Linke WA, Mühlfeld C,
Sadoshima J, Dengjel J, Kiechl S, Kroemer G, Sedej S, Madeo F
(2016) Cardioprotection and lifespan extension by the natural poly-
amine spermidine. Nat Med 22:1428–1438

Falcão-Pires I, Hamdani N, Borbély A, Gavina C, Schalkwijk CG, van
der Velden J, van Heerebeek L, Stienen GJ, Niessen HW, Leite-
Moreira AF, Paulus WJ (2011) Diabetes mellitus worsens diastolic
left ventricular dysfunction in aortic stenosis through altered myo-
cardial structure and cardiomyocyte stiffness. Circulation 124:1151–
1159

Fernando P, Sandoz JS, Ding W, de Repentigny Y, Brunette S, Kelly JF,
Kothary R,Megeney LA (2009) Bin1 SRC homology 3 domain acts

234 Biophys Rev (2017) 9:225–237



as a scaffold for myofiber sarcomere assembly. J Biol Chem 284:
27674–27686

Figueiredo-Freitas C, Dulce RA, Foster MW, Liang J, Yamashita AM,
Lima-Rosa FL, Thompson JW,MoseleyMA, Hare JM, Nogueira L,
Sorenson MM, Pinto JR (2015) S-nitrosylation of sarcomeric pro-
teins depresses myofilament Ca2+ sensitivity in intact
cardiomyocytes. Antioxid Redox Signal 23:1017–1034

Freiburg A, Trombitas K, Hell W, Cazorla O, Fougerousse F, Centner T,
Kolmerer B, Witt C, Beckmann JS, Gregorio CC, Granzier H,
Labeit S (2000) Series of exon-skipping events in the elastic spring
region of titin as the structural basis for myofibrillar elastic diversity.
Circ Res 86:1114–1121

FukudaN, Sasaki D, Ishiwata S, Kurihara S (2001) Length dependence of
tension generation in rat skinned cardiac muscle: role of titin in the
Frank-Starling mechanism of the heart. Circulation 104:1639–1645

Fukuda N, Wu Y, Farman G, Irving TC, Granzier H (2003) Titin isoform
variance and length dependence of activation in skinned bovine
cardiac muscle. J Physiol 553:147–154

Fukuda N, Wu Y, Nair P, Granzier HL (2005) Phosphorylation of titin
modulates passive stiffness of cardiac muscle in a titin isoform-
dependent manner. J Gen Physiol 125:257–271

Gautel M, Leonard K, Labeit S (1993) Phosphorylation of KSP motifs in
the C-terminal region of titin in differentiating myoblasts. EMBO J
12:3827–3834

Gautel M, Goulding D, Bullard B,Weber K, Fürst DO (1996) The central
Z-disk region of titin is assembled from a novel repeat in variable
copy numbers. J Cell Sci 109:2747–2754

Gladden JD, Linke WA, Redfield MM (2014) Heart failure with pre-
served ejection fraction. Pflugers Arch 466:1037–1053

Grützner A, Garcia-Manyes S, Kötter S, Badilla CL, Fernandez JM,
Linke WA (2009) Modulation of titin-based stiffness by disulfide
bonding in the cardiac titin N2-B unique sequence. Biophys J 97:
825–834

Hamdani N, Kooij V, van Dijk S, Merkus D, Paulus WJ, Remedios CD,
Duncker DJ, Stienen GJ, van der Velden J (2008a) Sarcomeric dys-
function in heart failure. Cardiovasc Res 77:649–658

Hamdani N, deWaard M, Messer AE, Boontje NM, Kooij V, van Dijk S,
VersteilenA, Lamberts R,MerkusD, Dos Remedios C, Duncker DJ,
Borbely A, Papp Z, Paulus W, Stienen GJ, Marston SB, van der
Velden J (2008b) Myofilament dysfunction in cardiac disease from
mice to men. J Muscle Res Cell Motil 29:189–201

Hamdani N, Bishu KG, von Frieling-Salewsky M, Redfield MM, Linke
WA (2013a) Deranged myofilament phosphorylation and function
in experimental heart failure with preserved ejection fraction.
Cardiovasc Res 97:464–471

Hamdani N, Franssen C, LourençoA F-PI, FontouraD LS, Plettig L,
López B, Ottenheijm CA, Becher PM, González A, Tschöpe C,
Díez J, Linke WA, Leite-Moreira AF, Paulus WJ (2013b)
Myocardial titin hypophosphorylation importantly contributes to
heart failure with preserved ejection fraction in a rat metabolic risk
model. Circ Heart Fail 6:1239–1249

Hamdani N, Krysiak J, Kreusser MM, Neef S, Dos Remedios CG, Maier
LS, Krüger M, Backs J, Linke WA (2013c) Crucial role for Ca2(+
)/calmodulin-dependent protein kinase-II in regulating diastolic
stress of normal and failing hearts via titin phosphorylation. Circ
Res 112:664–674

Hamdani N, Hervent AS, Vandekerckhove L, Matheeussen V, Demolder
M, Baerts L, De Meester I, Linke WA, Paulus WJ, De Keulenaer
GW (2014) Left ventricular diastolic dysfunction and myocardial
stiffness in diabetic mice is attenuated by inhibition of dipeptidyl
peptidase 4. Cardiovasc Res 104:423–431

Hidalgo CG, Hudson B, Bogomolovas J, Zhu Y, Anderson B, Greaser M,
Labeit S, Granzier H (2009) PKC phosphorylation of titin’s PEVK
element: a novel and conserved pathway for modulating myocardial
stiffness. Circ Res 105:631–638

Hidalgo CG, Chung CS, Saripalli C, Methawasin M, Hutchinson KR,
Tsaprailis G, Labeit S, Mattiazzi A, Granzier HL (2013) The multi-
functional Ca(2+)/calmodulin-dependent protein kinase II delta
(CaMKIIδ) phosphorylates cardiac titin’s spring elements. J Mol
Cell Cardiol 54:90–97

Hidalgo C, Saripalli C, Granzier HL (2014) Effect of exercise training on
post-translational and post-transcriptional regulation of titin stiffness
in striated muscle of wild type and IG KO mice. Arch Biochem
Biophys 552-553:100–107

Hornbeck PV, Zhang B, Murray B, Kornhauser JM, Latham V, Skrzypek
E (2015) PhosphoSitePlus, 2014: mutations, PTMs and
recalibrations. Nucleic Acids Res 43(Database issue):D512–D520

Hudson BD, Hidalgo CG, Gotthardt M, Granzier HL (2010) Excision of
titin’s cardiac PEVK spring element abolishes PKCalpha-induced
increases in myocardial stiffness. J Mol Cell Cardiol 48:972–978

HudsonB,HidalgoCG, Saripalli C,GranzierH (2011)Hyperphosphorylation
of mouse cardiac titin contributes to transverse aortic constriction-
induced diastolic dysfunction. Circ Res 109:858–866

Hutchinson KR, Saripalli C, Chung CS, Granzier H (2015) Increased
myocardial stiffness due to cardiac titin isoform switching in a
mouse model of volume overload limits eccentric remodeling. J
Mol Cell Cardiol 79:104–114

Huttlin EL, Jedrychowski MP, Elias JE, Goswami T, Rad R, Beausoleil
SA, Villén J, Haas W, Sowa ME, Gygi SP (2010) A tissue-specific
atlas of mouse protein phosphorylation and expression. Cell 143:
1174–1189

Kötter S, Gout L, Von Frieling-Salewsky M, Müller AE, Helling S,
Marcus K, Dos Remedios C, Linke WA, Krüger M (2013)
Differential changes in titin domain phosphorylation increase myo-
filament stiffness in failing human hearts. Cardiovasc Res 99:648–
656

Kötter S, Unger A, Hamdani N, Lang P, Vorgerd M, Nagel-Steger L,
Linke WA (2014) Human myocytes are protected from titin
aggregation-induced stiffening by small heat shock proteins. J Cell
Biol 204:187–202

Kötter S, Kazmierowska M, Andresen C, Bottermann K, Grandoch M,
Gorressen S, Heinen A, Moll JM, Scheller J, Gödecke A, Fischer
JW, Schmitt JP, Krüger M (2016) Titin-based cardiac myocyte stiff-
ening contributes to early adaptive ventricular remodeling after
myocardial infarction. Circ Res 119:1017–1029

Kovács Á, Fülöp GÁ, Kovács A, Csípő T, Bódi B, Priksz D, Juhász B,
Beke L, Hendrik Z, Méhes G, Granzier HL, Édes I, FagyasM, Papp
Z, Barta J, Tóth A (2016) Renin overexpression leads to increased
titin-based stiffness contributing to diastolic dysfunction in hyper-
tensive mRen2 rats. Am J Physiol Heart Circ Physiol 310:H1671–
H1682

Krüger M, Linke WA (2006) Protein kinase-a phosphorylates titin in
human heart muscle and reduces myofibrillar passive tension. J
Muscle Res Cell Motil 27:435–444

KrügerM, Kotter S, Grutzner A, Lang P, Andresen C, RedfieldMM, Butt
E, dos Remedios CG, LinkeWA (2009) Protein kinase G modulates
human myocardial passive stiffness by phosphorylation of the titin
springs. Circ Res 104:87–94

Krüger M, Babicz K, Frieling-Salewsky M, Linke WA (2010) Insulin
signaling regulates cardiac titin properties in heart development
and diabetic cardiomyopathy. J Mol Cell Cardiol 48:910–916

Lange S, Xiang F, Yakovenko A, Vihola A, Hackman P, Rostkova E,
Kristensen J, Brandmeier B, Franzen G, Hedberg B, Gunnarsson
LG, Hughes SM, Marchand S, Sejersen T, Richard I, Edström L,
Ehler E, UddB,GautelM (2005) The kinase domain of titin controls
muscle gene expression and protein turnover. Science 308:1599–
1603

Leake MC, Grützner A, Krüger M, Linke WA (2006) Mechanical prop-
erties of cardiac titin’s N2B-region by single-molecule atomic force
spectroscopy. J Struct Biol 155:263–272

Biophys Rev (2017) 9:225–237 235



Lee EJ, Peng J, Radke M, Gotthardt M, Granzier HL (2010) Calcium
sensitivity and the Frank-Starling mechanism of the heart are in-
creased in titin N2B region-deficient mice. J Mol Cell Cardiol 49:
449–458

Leite FS, Minozzo FC, Kalganov A, Cornachione AS, Cheng YS, Leu
NA, Han X, Saripalli C, Yates JR 3rd, Granzier H, Kashina AS,
Rassier DE (2016) Reduced passive force in skeletal muscles lack-
ing protein arginylation. Am J Physiol Cell Physiol 310:C127–C135

Li H, Linke WA, Oberhauser AF, Carrion-Vazquez M, Kerkvliet JG, Lu
H, Marszalek PE, Fernandez JM (2002) Reverse engineering of the
giant muscle protein titin. Nature 418:998–1002

Li Y, Lang P, Linke WA (2016) Titin stiffness modifies the force-
generating region of muscle sarcomeres. Sci Rep 6:24492

Linke WA (2008) Sense and stretchability: the role of titin and titin-
associated proteins in myocardial stress-sensing and mechanical
dysfunction. Cardiovasc Res 77:637–648

Linke WA, Hamdani N (2014) Gigantic business: titin properties and
function through thick and thin. Circ Res 114:1052–1068

Linke WA, Popov VI, Pollack GH (1994) Passive and active tension in
single cardiac myofibrils. Biophys J 67:782–792

Linke WA, Ivemeyer M, Olivieri N, Kolmerer B, Rüegg JC, Labeit S
(1996) Towards a molecular understanding of the elasticity of titin. J
Mol Biol 261:62–71

Linke WA, Ivemeyer M, Mundel P, Stockmeier MR, Kolmerer B (1998)
Nature of PEVK-titin elasticity in skeletal muscle. Proc Natl Acad
Sci U S A 795:8052–8057

Linke WA, Rudy DE, Centner T, Gautel M, Witt C, Labeit S, Gregorio
CC (1999) I-band titin in cardiac muscle is a three-element molec-
ular spring and is critical for maintaining thin filament structure. J
Cell Biol 146:631–644

Lun AS, Chen J, Lange S (2014) Probing muscle ankyrin-repeat protein
(MARP) structure and function. Anat Rec (Hoboken) 297:1615–
1629

Lundby A, Secher A, Lage K, Nordsborg NB, Dmytriyev A, Lundby C,
Olsen JV (2012) Quantitative maps of protein phosphorylation sites
across 14 different rat organs and tissues. Nat Commun 3:876

Mayans O, van der Ven PF, Wilm M, Mues A, Young P, Fürst DO,
Wilmanns M, Gautel M (1998) Structural basis for activation of
the titin kinase domain during myofibrillogenesis. Nature 395:
863–869

Methawasin M, Hutchinson KR, Lee EJ, Smith JE 3rd, Saripalli C,
Hidalgo CG, Ottenheijm CA, Granzier H (2014) Experimentally
increasing titin compliance in a novel mouse model attenuates the
Frank-Starling mechanism but has a beneficial effect on diastole.
Circulation 129:1924–1936

Miller MK, Bang ML, Witt CC, Labeit D, Trombitas C, Watanabe K,
Granzier H, McElhinny AS, Gregorio CC, Labeit S (2003) The
muscle ankyrin repeat proteins: CARP, ankrd2/Arpp and DARP as
a family of titin filament-based stress response molecules. J Mol
Biol 333:951–964

Mohamed BA, Schnelle M, Khadjeh S, Lbik D, Herwig M, Linke WA,
Hasenfuss G, Toischer K (2016) Molecular and structural transition
mechanisms in long-term volume overload. Eur J Heart Fail 18:
362–371

Müller AE, Kreiner M, Kötter S, Lassak P, Bloch W, Suhr F, Krüger M
(2014) Acute exercise modifies titin phosphorylation and increases
cardiac myofilament stiffness. Front Physiol 5:449

Neagoe C, Kulke M, del Monte F, Gwathmey JK, de Tombe PP, Hajjar
RJ, Linke WA (2002) Titin isoform switch in ischemic human heart
disease. Circulation 106:1333–1341

Neagoe C, Opitz CA, Makarenko I, Linke WA (2003) Gigantic variety:
expression patterns of titin isoforms in striated muscles and conse-
quences for myofibrillar passive stiffness. J Muscle Res Cell Motil
24:175–189

Patel JR, Pleitner JM,Moss RL, GreaserML (2012)Magnitude of length-
dependent changes in contractile properties varies with titin isoform
in rat ventricles. Am J Physiol Heart Circ Physiol 302:H697–H708

Pawson T, Scott JD (2005) Protein phosphorylation in signaling – 50
years and counting. Trends Biochem Sci 30:286–290

Perkin J, Slater R, Del Favero G, Lanzicher T, Hidalgo C, Anderson B,
Smith JE 3rd, Sbaizero O, Labeit S, Granzier H (2015)
Phosphorylating titin’s cardiac N2B element by ERK2 or
CaMKIIδ lowers the single molecule and cardiac muscle force.
Biophys J 109:2592–2601

Prado LG, Makarenko I, Andresen C, Krüger M, Opitz CA, Linke WA
(2005) Isoform diversity of giant proteins in relation to passive and
active contractile properties of rabbit skeletal muscles. J Gen Physiol
126:461–480

Puchner EM, Alexandrovich A, Kho AL, Hensen U, Schäfer LV,
Brandmeier B, Gräter F, Grubmüller H, Gaub HE, Gautel M
(2008) Mechanoenzymatics of titin kinase. Proc Natl Acad Sci U
S A 105:13385–13390

Rai R, Wong CC, Xu T, Leu NA, Dong DW, Guo C, McLaughlin KJ,
Yates JR 3rd, Kashina A (2008) Arginyltransferase regulates alpha
cardiac actin function, myofibril formation and contractility during
heart development. Development 135:3881–3889

Rain S, Handoko ML, Trip P, Gan CT, Westerhof N, Stienen GJ, Paulus
WJ, Ottenheijm CA, Marcus JT, Dorfmüller P, Guignabert C,
Humbert M, Macdonald P, Dos Remedios C, Postmus PE,
Saripalli C, Hidalgo CG, Granzier HL, Vonk-Noordegraaf A, van
der Velden J, de Man FS (2013) Right ventricular diastolic impair-
ment in patients with pulmonary arterial hypertension. Circulation
128:2016–2025

Rain S, Bos Dda S, HandokoML,Westerhof N, Stienen G, OttenheijmC,
Goebel M, Dorfmüller P, Guignabert C, Humbert M, Bogaard HJ,
Remedios CD, Saripalli C, Hidalgo CG, Granzier HL, Vonk-
Noordegraaf A, van der Velden J, deMan FS (2014) Protein changes
contributing to right ventricular cardiomyocyte diastolic dysfunction
in pulmonary arterial hypertension. J Am Heart Assoc 3:e000716

Ramirez-Correa GA, Jin W, Wang Z, Zhong X, Gao WD, Dias WB,
Vecoli C, Hart GW, Murphy AM (2008) O-linked GlcNAc modifi-
cation of cardiac myofilament proteins: a novel regulator of myo-
cardial contractile function. Circ Res 103:1354–1358

Raskin A, Lange S, Banares K, Lyon RC, Zieseniss A, Lee LK, Yamazaki
KG, Granzier HL, Gregorio CC,McCulloch AD, Omens JH, Sheikh
F (2012) A novel mechanism involving four-and-a-half LIM do-
main protein-1 and extracellular signal-regulated kinase-2 regulates
titin phosphorylation and mechanics. J Biol Chem 287:29273–
29284

Rivas-Pardo JA, Eckels EC, Popa I, Kosuri P, Linke WA, Fernández JM
(2016)Work done by titin protein folding assists muscle contraction.
Cell Rep 14:1339–1347

Robison P, Caporizzo MA, Ahmadzadeh H, Bogush AI, Chen CY,
Margulies KB, Shenoy VB, Prosser BL (2016) Detyrosinated mi-
crotubules buckle and bear load in contracting cardiomyocytes.
Science 352:aaf0659

Savvatis K, Müller I, Fröhlich M, Pappritz K, Zietsch C, Hamdani N,
Grote K, Schieffer B, Klingel K, Van Linthout S, Linke WA,
Schultheiss HP, Tschöpe C (2014) Interleukin-6 receptor inhibition
modulates the immune reaction and restores titin phosphorylation in
experimental myocarditis. Basic Res Cardiol 109:449

Schafer S, de Marvao A, Adami E, Fiedler LR, Ng B, Khin E, Rackham
OJ, van Heesch S, Pua CJ, Kui M, Walsh R, Tayal U, Prasad SK,
Dawes TJ, Ko NS, Sim D, Chan LL, Chin CW, Mazzarotto F,
Barton PJ, Kreuchwig F, de Kleijn DP, Totman T, Biffi C, Tee N,
Rueckert D, Schneider V, Faber A, Regitz-Zagrosek V, Seidman JG,
Seidman CE, Linke WA, Kovalik JP, O’Regan D, Ware JS, Hubner
N, Cook SA (2017) Titin-truncating variants affect heart function in
disease cohorts and the general population. Nat Genet 49:46–53

236 Biophys Rev (2017) 9:225–237



Sebestyen MG, Wolff JA, Greaser ML (1995) Characterization of a
5.4 kb cDNA fragment from the Z-line region of rabbit cardiac titin
reveals phosphorylation sites for proline-directed kinases. J Cell Sci
108:3029–3037

Sheikh F, Raskin A, Chu PH, Lange S, Domenighetti AA, Zheng M,
Liang X, Zhang T, Yajima T, Gu Y, Dalton ND, Mahata SK, Dorn
GW 2nd, Brown JH, Peterson KL, Omens JH, McCulloch AD,
Chen J (2008) An FHL1-containing complex within the cardiomyo-
cyte sarcomere mediates hypertrophic biomechanical stress re-
sponses in mice. J Clin Invest 118:3870–3880

Shih YH, Dvornikov AV, Zhu P, Ma X, Kim M, Ding Y, Xu X (2016)
Exon- and contraction-dependent functions of titin in sarcomere
assembly. Development 143:4713–4722

Solaro RJ (2008) Multiplex kinase signaling modifies cardiac function at
the level of sarcomeric proteins. J Biol Chem 283:26829–26833

Stathopoulou K, Wittig I, Heidler J, Piasecki A, Richter F, Diering S, van
der Velden J, Buck F, Donzelli S, Schröder E, Wijnker PJ, Voigt N,
Dobrev D, Sadayappan S, Eschenhagen T, Carrier L, Eaton P,
Cuello F (2016) S-glutathiolation impairs phosphoregulation and
function of cardiac myosin-binding protein C in human heart failure.
FASEB J 30:1849–1864

Terui T, Sodnomtseren M, Matsuba D, Udaka J, Ishiwata S, Ohtsuki I,
Kurihara S, Fukuda N (2008) Troponin and titin coordinately regu-
late length-dependent activation in skinned porcine ventricular mus-
cle. J Gen Physiol 131:275–283

Trombitás K, Jin JP, Granzier H (1995) The mechanically active domain
of titin in cardiac muscle. Circ Res 77:856–861

Tschöpe C, Van Linthout S, Spillmann F, Klein O, Biewener S, Remppis
A, Gutterman D, Linke WA, Pieske B, Hamdani N, Roser M (2016)
Cardiac contractility modulation signals improve exercise intoler-
ance and maladaptive regulation of cardiac key proteins for systolic
and diastolic function in HFpEF. Int J Cardiol 203:1061–1066

van Heerebeek L, Borbély A, Niessen HW, Bronzwaer JG, van der
Velden J, Stienen GJ, Linke WA, Laarman GJ, Paulus WJ (2006)
Myocardial structure and function differ in systolic and diastolic
heart failure. Circulation 113:1966–1973

Yamasaki R, Wu Y, McNabb M, Greaser M, Labeit S, Granzier H (2002)
Protein kinase a phosphorylates titin’s cardiac specific N2B domain
and reduces passive tension in rat cardiac myocytes. Circ Res 90:
1181–1188

Zakeri R, Moulay G, Chai Q, Ogut O, Hussain S, Takahama H, Lu T,
Wang XL, Linke WA, Lee HC, Redfield MM (2016) Left atrial
remodeling and atrioventricular coupling in a canine model of early
heart failure with preserved ejection fraction. Circ Heart Fail 2016
Oct;9(10)

Zile MR, Baicu CF, Gaasch WH (2004) Diastolic heart failure–
abnormalities in active relaxation and passive stiffness of the left
ventricle. N Engl J Med 350:1953–1959

Zile MR, Baicu CF, Ikonomidis JS, Stroud RE, Nietert PJ, Bradshaw
AD, Slater R, Palmer BM, Van Buren P, Meyer M, Redfield
MM, Bull DA, Granzier HL, LeWinter MM (2015) Myocardial
stiffness in patients with heart failure and a preserved ejection
fraction: contributions of collagen and titin. Circulation 131:
1247–1259

Zou J, Tran D, Baalbaki M, Tang LF, Poon A, Pelonero A, Titus EW,
Yuan C, Shi C, Patchava S, Halper E, Garg J, Movsesyan I, Yin C,
Wu R, Wilsbacher LD, Liu J, Hager RL, Coughlin SR, Jinek M,
Pullinger CR, Kane JP, Hart DO, Kwok PY, Deo RC (2015) An
internal promoter underlies the difference in disease severity be-
tween N- and C-terminal truncation mutations of titin in zebrafish.
elife 4:e09406

Biophys Rev (2017) 9:225–237 237


	Tampering with springs: phosphorylation of titin affecting the mechanical function of cardiomyocytes
	Abstract
	Introduction
	The giant protein titin
	Potential and established phosphorylation sites along the titin molecule
	Phosphosites in titin Ig-domain segments and possible functional role
	Phosphorylation sites of the cardiac-specific N2Bus element
	Phosphorylation of the N2A element
	Phosphorylation sites of the PEVK domain
	Effects of titin segment phosphorylation on stretch-dependent titin spring force
	Changes in cardiomyocyte stiffness upon phosphorylation by different kinases
	Alterations of titin phosphorylation in heart failure
	Relevance of altered titin phosphorylation for cardiac function
	References


