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Correction to: �Genetica  
https​://doi.org/10.1007/s1070​9-018-0042-y

In the original publication of the article, the incorrect ver-
sion of Fig. 1 was mistakenly used. The correct version of 
Fig. 1 is provided in this correction.

The original article can be found online at https​://doi.org/10.1007/
s1070​9-018-0042-y.
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Fig. 1   Gene structure of the maize MYB-CC family. Exons and 
introns are illustrated with filled boxes and single lines, respectively. 
Conserved sequences of MYB and CC proteins are marked in red and 

yellow, respectively. UTRs are displayed using thick blue lines at both 
ends of the sequence. Intron phases 0, 1, and 2 are indicated with 0, 
1, and 2, respectively
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