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Due to the publisher’s error, Table 16 was repeatedly used 
for ‘Rhizoctonia damping off and root rot’ (Page 69) and 
‘Bacteria diseases’ (Page 70), while the table for ‘Rhizoc-
tonia damping off and root rot’ was missing. Please see the 
following for the correct table for Rhizoctonia damping off 
and root rot.

In addition, the Plant Introduction (PI) names and soy-
bean germplasm names in the text and tables should not 
contain comma (for example, PI 96354 should be corrected 
as PI 96354; S06-13640 should be corrected as S06-13640). 
Although the author team pointed this out during the proof 
reading process, unfortunately, these errors were not cor-
rected in the published text. We apologize for any inconven-
ience caused by misunderstanding of the germplasm names.

The original article has been corrected.
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Table 16  Soybean loci conferring resistance to Rhizoctonia damping off and root rot (caused by Rhizoctonia solani)

*GmComposite2003 genetic position (www. soyba se. org)
a Marker position (bp) based on the Glycine max genome assembly version Gmax2.0
b Phenotypic variations explained by the molecular markers

MLG (Chr.) Locus name Tightly linked/
flanking mark-
ers

Marker 
position cM 
(bp)a

Testing meth-
ods/resistance 
spectrum

Population type 
(size)

PVEb Donor source Reference

MLG C2 (Chr. 
6)

– Satt281 6,529,270 Greenhouse 
test/AG-4

F2(189), 
F4:5(23), 
F4:5(32)

11–39% PI 442031 Zhao et al. (2005)

MLG M (Chr. 
7)

– Satt245 9,357,717 Greenhouse 
test/AG-4

F2(189), 
F4:5(23), 
F4:5(32)

6.8–14% PI 442031 Zhao et al. (2005)

MLG A2 (Chr. 
8)

– Satt177 36.77cM* Greenhouse 
test/AG-4

F2(189), 
F4:5(23), 
F4:5(32)

7–23% PI 442031 Zhao et al. (2005)
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