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Abstract
The  Ca2+-binding protein parvalbumin (PV) and mitochondria play important roles in  Ca2+ signaling, buffering and seques-
tration. Antagonistic regulation of PV and mitochondrial volume is observed in in vitro and in vivo model systems. Changes 
in mitochondrial morphology, mitochondrial volume and dynamics (fusion, fission, mitophagy) resulting from modulation 
of PV were investigated in MDCK epithelial cells with stable overexpression/downregulation of PV. Increased PV levels 
resulted in smaller, roundish cells and shorter mitochondria, the latter phenomenon related to reduced fusion rates and 
decreased expression of genes involved in mitochondrial fusion. PV-overexpressing cells displayed increased mitophagy, a 
likely cause for the decreased mitochondrial volumes and the smaller overall cell size. Cells showed lower mobility in vitro, 
paralleled by reduced protrusions. Constitutive PV down-regulation in PV-overexpressing cells reverted mitochondrial mor-
phology and fractional volume to the state present in control MDCK cells, resulting from increased mitochondrial movement 
and augmented fusion rates. PV-modulated, bi-directional and reversible mitochondrial dynamics are key to regulation of 
mitochondrial volume.

Keywords Parvalbumin · Mitochondria · Calcium signaling · Mitochondria dynamics · Homeostasis · Fusion–fission · 
Mitophagy

Abbreviations
Ca2+  Calcium ions
CaMKII  Ca2+/calmodulin kinase II

CCCP  Carbonyl cyanide m-chlorophenyl hydra-
zine, mitochondrial oxidative phosphoryla-
tion uncoupler

C-MDCK  Control MDCK cells
COX I  Cytochrome c oxidase I
GAPDH  Glyceraldehyde-3-phosphate 

dehydrogenase
CaM  Calmodulin
CaMK  Calmodulin-dependent kinase
GFP  Green fluorescent protein
Dnm1  Dynamin 1
Drp1  Dynamin-related protein 1
Efhd1  Mitocalcin, EF-hand domain family mem-

ber D1
IMM  Inner mitochondrial membrane
Mcu  Mitochondrial calcium uniporter
Mcur1  Mitochondrial calcium uniporter regulator1
MDCK cells  Madin–Darby canine kidney cells
mEOS2  Mitochondrially targeted photostable pho-

toconvertible fluorescent protein
Mfn1  Mitofusin 1
Mfn2  Mitofusin 2
Mg2+  Magnesium ions
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Micu1  Mitochondrial calcium uptake 1
mitoDsRed  Mitochondria-targeted red fluorescent 

protein
mKeima  Mitochondria-targeted Keima fluorescent 

protein
OMM  Outer mitochondrial membrane
OPA1  Dynamin-related GTPase OPA1
PARK2  Ubiquitin ligase Parkin
PGC-1α  Peroxisome proliferator-activated receptor 

γ coactivator-1 alpha
PINK1  Mitochondrial kinase PTEN-induced puta-

tive kinase 1
PV  Parvalbumin
PV-MDCK  Cells with ectopic PV expression
shPV  Constitutive down-regulation of PV by 

shRNA
SIRT1  Sirtuin 1
TA  Tibialis anterior
TEM  Transmission electron microscopy
Ucp2  Uncoupling protein 2
YFP-Park2  Yellow fluorescent protein Parkin

Introduction

Parvalbumin (PV) is a cytosolic  Ca2+-binding protein of 
the large EF-hand protein family, implicated in intracellular 
 Ca2+ regulation and trafficking [12, 75, 79]. PV is highly 
expressed in fast-twitch muscles and distinct neuron subpop-
ulations, where PV plays an important role in  Ca2+ signal-
ing, e.g. by increasing the relaxation rate of fast-twitch mus-
cles [78] or by modulation of short-term synaptic plasticity 
in PV-expressing neurons [11, 64]. It is also expressed in 
mouse renal epithelial cells of the distal convoluted tubule, 
where PV is suggested to function as an intracellular  Ca2+ 
shuttle involved in transcellular  Ca2+ resorption [41]. PV is 
considered as a slow-onset  Ca2+ buffer and more precisely, 
as a  Ca2+ signal modulator with two high-affinity  Ca2+/Mg2+ 
mixed metal-binding sites [76, 79]. An inverse (antagonistic) 
regulation of PV expression and mitochondrial content has 
been confirmed by various approaches in several in vivo or 
in vitro model systems; for instance in fast-twitch muscles 
[16, 67] and Purkinje cells of PV knockout (PV−/−) mice 
[17], in striatal neurons of mice ectopically expressing PV 
(Thy-PV) [58], C2C12 myotubes [31] and Madin–Darby 
canine kidney (MDCK) epithelial cells [41]. Interestingly, 
alteration of PV expression levels does not affect levels of 
other co-expressed EF-hand  Ca2+-binding proteins (e.g. 

calbindin D-28k in Purkinje cells of PV−/− mice [17]), but 
leads to significant changes in mitochondrial volume. Upreg-
ulation of PV in MDCK cells decreases transcript expres-
sion of prototypical mitochondrial genes, mostly ones with a 
function in mitochondrial  Ca2+ transport and mitochondrial 
membrane potential including mitochondrial calcium uni-
porter (Mcu), mitochondrial calcium uniporter regulator1 
(Mcur1), mitochondrial calcium uptake 1 (Micu1), uncou-
pling protein 2 (Ucp2), and mitocalcin (Efhd1) [41]. Also, 
the relative mitochondrial mass is decreased by 40–50% in 
MDCK cells with ectopic PV expression (PV-MDCK cells). 
Functionally, the collapse of the mitochondrial membrane 
potential by carbonyl cyanide m-chlorophenyl hydrazone 
(CCCP, mitochondrial oxidative phosphorylation uncou-
pler) occurs at lower concentrations in PV-MDCK cells 
compared to control MDCK (C-MDCK) cells [41]. All 
these evidences point out to a complex crosstalk between PV 
expression levels and mitochondrial volume and/or function. 
Mitochondrial volume density is regulated by mitochondrial 
fusion, fission and mitophagy, all processes implicated in 
and defined as mitochondrial dynamics, briefly summarized 
here.

Mitochondrial dynamics is critical for mitochondrial 
health and quality control and maintaining of mitochondrial 
homeostasis [13, 18, 51, 71]. Proteins responsible for mito-
chondrial fusion and fission events are relatively well charac-
terized [13, 18] and include proteins of the inner (IMM) and 
outer mitochondrial membrane (OMM). Proteins localized 
in the OMM, Mitofusin 1 (Mfn1) and Mitofusin 2 (Mfn2) 
are necessary to link two separate mitochondria together and 
initiate the fusion of the OMM [70, 72], while the fusion of 
IMM is regulated by the dynamin-related GTPase OPA1 
[30, 43]. For mitochondrial fission, the dynamin-related pro-
tein Drp1 is required [14, 80, 84]. As a large part of Drp1 
is localized in the cytosol, different mitochondrial recep-
tors and/or adaptors for Drp1 are indispensable to mediate 
squeezing and separation of mitochondria. Initially, Fis1 had 
been considered as a critical protein for mitochondrial fis-
sion [81, 92], but evidence has accumulated that Mff is an 
important adaptor protein for Drp1 and hence more relevant 
for the recruitment of Drp1 to mitochondrial membranes 
[38, 65]. Besides mechanisms regulating mitochondrial 
morphology by fusion–fission events, there is machinery to 
maintain a healthy mitochondrial population through mito-
chondrial biogenesis or by selective elimination of mito-
chondria by autophagy (mitophagy). The peroxisome prolif-
erator-activated receptor γ coactivator-1 alpha (PGC-1α) is 
considered as a master regulator of mitochondrial biogenesis 
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and cellular energy metabolism [90]. When mitochondria are 
damaged, they are generally eliminated by mitophagy [48, 
53, 69]. Since smaller mitochondria are more suitable for 
autophagosomal encapsulation, it is assumed that mitochon-
drial fission is an important process to reduce mitochondrial 
size and subsequently mitochondrial volume [8, 53]. Selec-
tive elimination of mitochondria is primarily induced by the 
loss of the mitochondrial membrane potential; mitochondrial 
depolarization leads to an accumulation of the mitochon-
drial kinase PTEN-induced putative kinase 1 (PINK1) on the 
OMM of dysfunctional mitochondria [51, 52]. Subsequently 
ubiquitin ligase Parkin (PARK2) is recruited to mitochondria 
[51, 63]. PARK2 then ubiquitinates mitochondrial OMM 
proteins and tags mitochondria for degradation [46].

Here, we set out to investigate changes in mitochondrial 
dynamics (fusion, fission and mitophagy) caused by modu-
lation of PV expression in MDCK cells serving as an easily 
accessible experimental model system. Based on our pre-
vious experiments demonstrating an inverse correlation/
regulation between PV levels and mitochondrial volume in 
neurons [17], fast-twitch muscles [31], as well as in MDCK 
cells [41], we expect results obtained in MDCK cells to be 
translatable to the situation prevailing in neurons and fast-
twitch muscle fibers with altered PV expression.

Results

To further expand the mechanistic knowledge on the inverse 
regulation of PV and mitochondrial volume, we used MDCK 
cells and genetically modified MDCK cell lines, as described 
previously [41]. Besides the control (parental) PV-negative 
C-MDCK cells, we used cells ectopically expressing PV 
(PV-MDCK cells) and a third line, where PV expression 
in PV-MDCK cells was constitutively down-regulated by 
Pvalb shRNA (PV/shPV-MDCK cells). In these three lines, 
we had previously determined differentially expressed genes 
implicated in mitochondrial  Ca2+ transport and membrane 
potential [41]. Here, MDCK cells were selected as a reliable 
model to evaluate modulation of mitochondrial dynamics 
by PV.

PV expression levels in the three MDCK cell lines were 
determined by immunocytochemistry (Fig.  1a) and by 
semi-quantitative Western blot analysis (Fig. 1b). In con-
trol C-MDCK cells, the expression level of PV was below 
the threshold for detection by either PV immunostaining or 
by Western blot analysis. The signal for GAPDH was used 

for the normalization of the PV signals (Fig. 1b). To com-
pare relative PV expression levels, the signal of PV-MDCK 
cells was defined as 100%. Significantly lower PV levels 
(10.43 ± 0.88%) were detected in PV/shPV-MDCK cells. 
For the estimation of the PV concentration in PV-MDCK 
and PV/shPV-MDCK cells we first determined the amount 
of PV present in a MDCK cell (5.77 ± 0.88 ng) and in a PV/
shPV-MDCK cell (0.78 ± 0.38 ng) using a calibration curve 
with purified PV (Suppl. Fig. S1). Based on the measure-
ments of MDCK cell volumes (Fig. 2j), the intracellular PV 
concentration was calculated and found to be 480 µM in PV-
MDCK and approximately 33 µM in PV/shPV-MDCK cells. 
The PV concentration observed in PV-MDCK cells falls well 
within the range of PV concentrations found in neurons (e.g. 
Purkinje cells or cerebellar interneurons) ranging from 50 
to 1500 µM depending on cell type and species [22, 33, 75].

PV decreases the cell surface area and attachment 
to the culture dishes

PV overexpression in MDCK cells resulted in smaller, round-
ish cells. In contrast, shPV/PV-MDCK cells were more flat-
tened and appeared even bigger than C-MDCK cells. From 
more than 500 cells in 54 fields that were analyzed in each 
group, 16.67 ± 1.33% of cells with a round shape, with a cir-
cularity coefficient ≥ 0.8, were found in the C-MDCK group. 
Much more roundish cells (82.33 ± 3.25%) were detected 
in the PV-MDCK group (P < 0.0001), while in cells with 
downregulated PV (PV/shPV group) only 14.00 ± 2.00% 
were round shaped. Choosing a lower boundary (circularity 
coefficient ≥ 0.7 and ≥ 0.6) did not qualitatively change the 
results; the percentage of round cells was increased only in 
PV-MDCK cells (data not shown). To quantify the 2D cell 
surface area, brightfield images of MDCK cells were ana-
lyzed (Fig. 1c). The surface area (Fig. 1d) of PV-MDCK cells 
was smaller compared to C-MDCK cells (703.4 ± 12.2 vs. 
794.1 ± 12.8 µm2, P < 0.0001) and compared to shPV/PV-
MDCK cells (703.4 ± 14.2 vs. 885.4 ± 14.2 µm2, P < 0.0001). 
Note that the surface area of shPV/PV-MDCK cells was even 
larger than the surface area of C-MDCK cells (885.4 ± 14.2 
vs. 794.1 ± 12.8 µm2, P < 0.0001). The surface area was also 
calculated from 3D-reconstructed confocal images (Fig. 1f, h, 
j). Representative individual cells are depicted as xy (Fig. 1e), 
yz (Fig. 1g) and xz (Fig. 1i) views. The surface areas calcu-
lated from xy views (Fig. 1e, f) were in agreement with the 
results from brightfield images (Fig. 1c, d), the surface area 
of PV-MDCK cells was smaller compared to either C-MDCK 



4646 L. Lichvarova et al.

1 3

PV/shPVPVC
DA

PI
+P

V
A

xy
yz

xz
FA

CS
B

E F

C D

G H

I J

K L

PV/shPV PVC
GAPDH

  PV



4647Parvalbumin alters mitochondrial dynamics and affects cell morphology  

1 3

(30% decrease, P < 0.0001) or shPV/PV-MDCK cells (40% 
decrease, P < 0.0001). In xz and yz views the zones of PV-
MDCK cells in direct contact with the culture dishes were 
clearly smaller than in the other two MDCK lines with none-
to-low PV expression, see lower (bottom) part of the cells 
(Fig. 1g, i). Control and shPV/PV-MDCK cells showed tight 
interaction with the collagen surface coating. The irregular and 
sparse interaction sites with the surface of the dishes are indic-
ative of poor cell attachment of PV-MDCK cells (Fig. 1g, i, 
middle panel). Relative total cell size measurements by FACS 
(Fig. 1k, l) revealed PV-MDCK cells to be approximately half 
the size of C-MDCK and shPV/PV-MDCK cells (P < 0.0001 
vs. C-MDCK and P < 0.0001 vs. shPV/PV-MDCK cells) and 
no significant differences between C-MDCK cells and shPV/
PV-MDCK cells (P = 0.4086).

Parvalbumin decreases the whole‑cell volume, 
as well as volumes of the cytoplasm, mitochondria 
and nuclei: phenotype reversal in shPV/PV‑MDCK 
cells

The relative mitochondrial mass of MDCK cells had 
been previously determined by FACS analysis using 
MitoTracker™ Green FM [41]. To gain more detailed 
information about the mitochondrial morphology in MDCK 
cells, Z-stack confocal microscopy imaging followed by 3D 
reconstruction was performed. Cells were stained with (1) 
Calcein-AM for determining the cytosolic compartment of 
viable cells (Fig. 2a), (2) Hoechst 33342 for nuclei (Fig. 2b) 
and (3) MitoTracker™ Red CMXRos for detecting func-
tionally intact mitochondria (Fig. 2c). Merged images are 
shown in Fig. 2d and representative cells are further shown 
in ZOOM and reconstructed in 3D (Fig. 2e, f); animated 

views of representative cells are shown in Suppl. movies 
1–3. More than 200 cells per cell line were analyzed, col-
lected from five independent experiments. Cytoplasmic 
(Fig. 2g), nuclear (Fig. 2h) and mitochondrial (Fig. 2i) vol-
umes were estimated by semi-quantitative volume measure-
ments and ratios nucleus/cytoplasm (Fig. 2k) and mitochon-
dria/cytoplasm volumes (Fig. 2l) were calculated. Not only 
the mitochondrial volume was decreased by 40% in PV-
MDCK cells (187.4 ± 19.2 vs. 313.8 ± 20.5 µm3, P = 0.0013; 
Fig.  2c, i), but also whole-cell volumes were approxi-
mately 30% smaller than of C-MDCK cells (1982 ± 79 
vs. 2789 ± 190 µm3, P = 0.0063, Fig. 2d, j). Of note, the 
decrease in mitochondrial volume alone cannot account for 
the substantial decrease in overall cell volume. The decrease 
in PV expression levels in shPV/PV-MDCK cells led to a 
restoration of whole-cell volumes to volumes of C-MDCK 
cells (3194 ± 214 vs. 2789 ± 190 µm3, P = 0.2399) and also 
mitochondrial volumes reverted to the state prevailing in 
C-MDCK cells (Fig. 2i). C-MDCK cells showed a typical 
mitochondrial distribution in the cytoplasm (Fig. 2f); tubular 
and globular mitochondria occupied 20–30% of the cytoplas-
mic area (Fig. 2l). In contrast, mitochondria in PV-MDCK 
cells were roundish, localized closer to the nucleus and the 
fractional mitochondrial volume (ratio of mitochondrial vol-
ume and volume of cytoplasm) was decreased (14.7 ± 1.1 in 
PV-MDCK cells compared to 23.7 ± 2.5% in C-MDCK cells, 
P = 0.0018). Long tubular mitochondria were observed in 
shPV/PV-MDCK cells, with mitochondria localized mostly 
in subplasmalemmal regions at the bottom of cells. Result-
ing from the flattening, shPV/PV-MDCK cells appeared 
even bigger than C-MDCK cells on 2D images (Figs. 1c, 
e, 2a, d–f). Nevertheless, no significant differences were 
observed between C-MDCK and shPV/PV-MDCK cells by 
3D-volumetric analyses (Fig. 2g–l). Of importance, when 
comparing fractional mitochondrial volumes between PV-
MDCK and shPV/PV-MDCK cells, the decreased PV lev-
els led to a significant increase in mitochondrial volume 
to 24.8 ± 1.5% in shPV/PV-MDCK cells, P = 0.0003 vs. 
PV-MDCK) and reaching values similar to C-MDCK cells 
(P = 0.8936). Unexpectedly, also volumes of nuclei (Fig. 2h) 
changed proportionally with whole-cell volumes; however, 
the ratio nucleus–cytoplasm remained unchanged in all three 
lines (Fig. 2k). In summary, the most prominent changes 
in MDCK cells after up/down-regulation of PV expression 
consisted in bi-directional changes of mitochondrial volume 
confirming the inverse regulation of PV and mitochondria 
in MDCK cells. We assume homeostatic down-regulation 
of mitochondria resulting from PV overexpression that 

Fig. 1  Parvalbumin overexpression decreases cell surface area 
and cell size. Detection of PV (green) and nuclear (blue) staining 
by immunocytochemistry (a). Signal for PV (green) was below the 
threshold for detection in control C-MDCK cells, yet nuclei were 
stained by DAPI (blue). Protein expression levels of PV in the three 
MDCK cell lines were determined also by Western blot analysis (b). 
For the normalization, GAPDH signals were used. Values were from 
three independent experiments. Representative images of MDCK 
cells acquired using the IncuCyte Live-Cell Imaging system (c). The 
surface area of more than 400 cells in each group was quantified (d). 
MDCK cells reconstructed in Imaris software were rotated to show 
their surface area at different angles—xy (e), yz (g) and xz (i) view. 
More than 200 cells were analyzed in each set (f, h, j). Representative 
graphs from flow cytometry analysis show forward scatter and side 
scatter (k) of 1 × 106 MDCK cells. Analysis was done in FlowJo soft-
ware and normalized to control cells (l)

◂
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is reverted by decreasing PV levels in shPV/PV-MDCK 
cells. In agreement, transcript levels of Ppargc1a encod-
ing the mitochondrial master regulator PGC-1α, were ≈ 40% 
decreased in PV-MDCK cells and after PV-downregulation 
in shPV/PV-MDCK cells returned to levels similar as in 
C-MDCK cells (data not shown). Similar results have been 
previously obtained in WT and PV−/− fast-twitch muscles 
or in C2C12 myotubes (± PV) [31].

PV decreases the cell motility due to reduced cell 
protrusions: lamellipodia, filopodia, microvilli

Mitochondrial  Ca2+ homeostasis also plays a role in 
cytoskeleton dynamics and cell migration [66].  Ca2+ sig-
nals control cell migration by regulating forward move-
ment and cell adhesion [87] and moreover mitochondrial 
 Ca2+ uptake controls actin cytoskeleton dynamics and is 
a prerequisite for efficient cell migration [66]. MDCK 
cell migration was monitored immediately after seeding 
(Fig. 3a–c) and individual cells were tracked manually 
(Fig. 3d, e). Representative movies are shown in Suppl. 
movies 4–6. The relative velocity (Fig. 3d) of PV-MDCK 
cells was only half of that of C-MDCK cells (P = 0.0190). 
PV down-regulation in shPV/PV-MDCK cells reverted 
the relative velocity to values recorded in C-MDCK cells 
(P = 0.8916). Also, the average distance that PV-MDCK 
cells travelled during the observation period of 2 h was 
significantly shorter (141.6 ± 10 µm vs. 264.0 ± 22 µm 
in C-MDCK cells; P = 0.0033; Fig.  3e), an effect no 

longer observed after decreasing PV (shPV/PV-MDCK 
cells: 278.8 ± 26  µm vs. 264.0 ± 22  µm in C-MDCK; 
P = 0.8698). Additionally the circularity coefficient of 
cells was estimated 2 h after seeding using phase-contrast 
images (Fig. 3c, f). PV-MDCK cells were mostly rounded, 
unlike either C-MDCK (P < 0.0001) or shPV/PV-MDCK 
cells (P < 0.0001). From more than 500 cells in 54 fields 
that were analysed in each group, 16.67 ± 1.33% of cells 
with round shape, with circularity coefficient ≥ 0.8, were 
found in control group. While 82.33 ± 3.25% roundish 
cells were detected in PV-MDCK group (P < 0.0001), 
only 14.00 ± 2.00% round shaped cells were found in 
the PV/shPV group.

As cytosolic  Ca2+ pulses are involved in modulating 
cell directionality [91] and lamellipodia retraction [86], 
we analyzed protrusions, i.e. filopodia and lamellipo-
dia from TEM images (Fig. 3g, h). PV-overexpressing 
cells showed almost 50% fewer protrusions compared to 
C-MDCK and PV/shPV-MDCK cells (P < 0.0001). The 
slightly larger surface area of protrusions in PV/shPV-
MDCK compared to C-MDCK cells (P = 0.0169) corre-
lated with similar, yet not significant differences in cell 
mobility between the two cell lines (Fig. 3d, e). Since 
cell motility and movement are energy-requiring pro-
cesses, we visualized the mitochondrial network within a 
small subplasmalemmal region of single live MDCK cells 
(Fig. 3i). Multiple mitochondria were detected marker-
free (without staining) based on differences in the refrac-
tive index of different cell components [1, 24]. The rela-
tive volume of mitochondria in a given subplasmalemmal 
compartment of MDCK cells was significantly lower in 
PV-MDCK cells compared to C-MDCK cells (Fig. 3j; 
P < 0.001). The relative mitochondrial volume in low-PV 
shPV/PV-MDCK cells was then increased when compared 
to PV-MDCK cells (P < 0.0001) and it was even slightly 
higher than in C-MDCK cells (P < 0.01) indicative of a 
slight “overshoot”. These data strongly correlate with the 
ones reporting area of protrusions (Fig. 3h) and relative 
cell velocity (Fig. 3d).

PV‑overexpression decreases length, surface area 
and density of mitochondria

Mitochondrial shape and length varies in living cells and 
ranges from punctate (globular) structures to tubular net-
works [2]. The overall mitochondrial shape was visualized 
with the mitochondrial membrane potential-independent dye 

Fig. 2  Parvalbumin decreases the whole-cell volume and the mito-
chondrial (absolute and relative) volume of MDCK cells. Representa-
tive confocal images showing the cytoplasm (a) in green (Calcein-
AM), nuclei (b) in blue (Hoechst 33342), and mitochondria (c) in red 
(MitoTracker™ Red CMXRos). Selected representative cells (white 
rectangle) from merged images (d) are shown also at higher magni-
fication (e) as xy- and xz-views of the same cells and in a 3D view 
with red-stained mitochondria also in xy- and xz-views (f). Individ-
ual cells were reconstructed in Imaris software analyzed in the “Cell 
mode” and “Surface mode”. More than 200 cells were analyzed per 
group from five independent experiments. Cells undergoing mitosis 
and cells at the edges of the microscope field of view were excluded 
from analysis. Stereological analysis of 3D-reconstructed MDCK 
cells revealed that the volume of the cytoplasm (g), nuclei (h), mito-
chondria (i) and of the whole cell (j) were significantly decreased in 
MDCK cells with ectopic expression of PV. There was also a signifi-
cant decrease in the ratio of mitochondrial and cytoplasmic volumes 
(l) in the PV-overexpressing group, while the ratio of nuclei to cyto-
plasm (k) remained unchanged; see also supplementary movies show-
ing representative MDCK cells

◂
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MitoTracker™ Green FM (Fig. 4a) and the mitochondrial net-
work with an intact membrane potential with MitoTracker™ 
Red CMXRos (Fig. 4b). Additionally, oxphos IV complex 
antibodies were used to stain mitochondria (Fig. 4c). To 

simultaneously track overall cell morphology (green) and 
mitochondrial structure (red), antibodies against septin 7 
and cytochrome c oxidase (COX I) were used, respectively 
(Fig. 4d). For quantification of the mitochondrial length, the 
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widely used fluorescent mitochondrial marker mitoDsRed 
was applied (Fig. 4e). Time-lapse confocal images (xy-t scans) 
were acquired (frame rate 6/min) to follow mitochondrial 
movement over time and to facilitate recognition of single 
mitochondria, thus minimalizing misinterpretation of mito-
chondrial length. Mitochondrial length (Fig. 4g), the number 
of distinct mitochondria (Fig. 4h) and mitochondrial density 
(Fig. 4i) were calculated for each analyzed cell. Mitochondria 
in PV-MDCK cells were shorter compared to either C-MDCK 
cells (1.57 ± 0.06 vs. 2.16 ± 0.08 µm, P < 0.0001) or shPV/
PV-MDCK cells (1.57 ± 0.06 vs. 2.53 ± 0.08 µm, P < 0.0001, 
Fig. 4g). Also, the number of mitochondria per cell counted on 
the xy-scan images was lower in PV-MDCK cells (48 ± 4 mito-
chondria in PV-MDCK cell compared to 63 ± 4 mitochondria 
in C-MDCK cells; P = 0.0660, Fig. 4h) and compared to shPV/
PV-MDCK cells (48 ± 4 vs. 81 ± 6 mitochondria, P < 0001). 
Mitochondrial density (Fig. 4i) was reduced in the PV group 
by almost 18% compared to control cells (P = 0.0652) and by 
almost 30% compared to the PV/shPV group (P < 0.0001). 
Ultrastructural analysis demonstrated normal “healthy” mito-
chondrial morphology (e.g. no swelling) in all MDCK lines 
(Fig. 4f). In PV-overexpressing MDCK cells, the surface area 
covered by mitochondria was decreased (13.78 ± 1.08 µm2 vs. 
32.47 ± 3.36 µm2; P < 0.0001; Fig. 4j), the circumference of 
mitochondria was smaller (8.51 ± 1.18 µm vs. 12.03 ± 1.33 µm, 
P = 0.0005; Fig. 4k) and the median length was decreased 
(0.69 ± 0.04  µm vs. 1.07 ± 0.09  µm; P = 0.0004; Fig.  4l) 
compared to C-MDCK cells. PV-downregulation in shPV/

PV-MDCK cells mostly reverted, or even “overpassed” the 
phenotype to the state observed in C-MDCK cells.

Parvalbumin decreases mitochondrial velocity 
and alters mitochondrial dynamics resulting 
from reduced fusion events

Mitochondria are mobile inside cells and are able to adapt 
their morphology by fusion and fission events [13, 18]. To 
track mitochondria and moreover to follow fusion–fission 
events in living MDCK cells, previously developed methods 
were applied [9, 10, 20]. All three MDCK cell lines were 
transfected with a plasmid encoding the photo-convertible 
fluorescent protein mEOS2 targeted to mitochondria; illumi-
nation at 488 nm results in green fluorescent mitochondria. 
Brief illumination of selected mitochondria (white rectan-
gles) with a 405 nm laser converts the green fluorescence 
to red (Fig. 5a). Fusion between green- and red-labeled 
mitochondria resulted in mixed mitochondria characterized 
by yellow-orange fluorescence (Fig. 5g). On average, nine 
mitochondria (three separate regions, three mitochondria 
per region) were photoactivated per cell (Fig. 5a, white rec-
tangles). To avoid photoactivation of mitochondria located 
in close proximity of the mitochondrion of interest, only 
mitochondria localized in the cell periphery or clearly sepa-
rated from mitochondrial clusters were selected for photo-
conversion, nevertheless selected randomly with respect to 
size and/or shape. More than 100 individual photoactivated 
mitochondria pooled from 12 cells were analyzed in each 
cell line. Images were acquired every 10 s during 10 min 
and the fate of all mitochondria was followed during the 
entire time course. The velocity of mitochondrial move-
ment was lower in PV-MDCK cells (0.55 ± 0.03 µm s−1 vs. 
0.67 ± 0.03 µm s−1 in C-MDCK cells, P = 0.0185; Fig. 5b). 
The decreased PV levels in shPV/PV-MDCK cells caused an 
augmentation of the velocity to values recorded in C-MDCK 
cells (0.75 ± 0.03 µm s−1 vs. 0.67 ± 0.03 µm s−1, P = 0.1950). 
Also, the average distance that mitochondria travelled 
within one cell during 10 min was significantly shorter 
in PV-MDCK cells (230.8 ± 37.0 µm vs. 474.9 ± 69.0 µm 
in C-MDCK cells; P = 0.0343; Fig. 5c, d). After decreas-
ing PV levels in shPV/PV-MDCK cells, the reversal effect 

Fig. 3  Parvalbumin decreases the cell motility. Brightfield images 
taken at 0 (a), 60 (b), and 120  min (c) after seeding of the three 
MDCK cell lines (C-MDCK, PV-MDCK, shPV/PV-MDCK). Meas-
urements of relative velocity normalized to C-MDCK cells (d) and 
total distance travelled during 120  min (e). Evaluation of circular-
ity coefficient of the MDCK cell lines. The quantification of at least 
100 cells in each group is shown (f). Representative TEM images of 
protrusions (filopodia, lamellipodia) in MDCK cells (g) were taken 
at 24,500× magnification. The quantification of at least 15 cells in 
each group is shown (h). Representative images from tomography (i) 
showing mitochondria (light color) and plasma membrane based on 
the refraction index. Subplasmalemmal mitochondrial volume density 
normalized to C-MDCK cells was analyzed using STEVE software 
(j)
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was observed and the distance that mitochondria trav-
elled in shPV/PV-MDCK cells was even longer than in 
C-MDCK cells, although the difference was not significant 
(648.4 ± 66.0 µm vs. 474.9 ± 69.0 µm, P = 0.1433).

Photoconverted mitochondria were analyzed for mito-
chondria–mitochondria contacts (contacts between mito-
chondria not leading to any change in fluorescence of the 
two mitochondria; Fig. 5e), fusion (orange fluorescence 
after mixing of mitochondrial matrices; Fig. 5g) and fis-
sion events (resulting in two shorter mitochondria when 
a longer mitochondrion splits apart; Fig. 5i). Quantitative 
analyses (normalized per activated mitochondria per min) 
showed a significant reduction of contact rates in PV-MDCK 
cells (0.29 ± 0.06 contact/mitochondria/min vs. 0.49 ± 0.05 
contact/mitochondria/min in C-MDCK cells; P = 0.0219, 
Fig. 5f), which was restored by PV downregulation in shPV/
PV-MDCK cells (0.51 ± 0.03 vs. 0.29 ± 0.06 in PV-MDCK, 
P = 0.0086; and 0.51 ± 0.03 vs. 0.49 ± 0.05 in C-MDCK, 
P = 0.9262). PV overexpression also significantly decreased 
the mitochondrial fusion rate (from 0.09 ± 0.01 fusion/
mitochondria/min in C-MDCK cells to 0.05 ± 0.01 fusion/
mitochondria/min in PV-MDCK cells, P = 0.0066), while 
in shPV/PV-MDCK cells, fusion rates were very similar to 
ones observed in C-MDCK cells (0.11 ± 0.01 vs. 0.09 ± 0.01, 
P = 0.2648, Fig. 5h). No significant changes were detected in 
all three MDCK lines with respect to fission rates (Fig. 5j). 
Representative movies are shown in Suppl. movies 7–10.

Parvalbumin affects cell size and organization 
of mitochondria, but not the cytoskeleton 
organization

Mitochondria in mammalian cells make use of the actin 
cytoskeleton for short-range displacements and the micro-
tubule cytoskeleton for longer range movements [62]. 
Moreover, the 3D cell architecture depends on interactions 
between actin filaments and the microtubule system [32, 57]. 
To gain more information about cytoskeletal structures of 
MDCK cells and possibly observe PV-mediated changes, 
we co-stained the three MDCK cell lines for actin and tubu-
lin (Suppl. Fig. 2a) or mitochondria and tubulin (Suppl. 
Fig. 2b). Apart from the differences in cell size, we did not 
observe striking differences in microtubule assembly or the 
general organization of the cytoskeleton between different 
MDCK cell lines (Suppl. Fig. 2a, b), yet microtubules in the 
smaller PV-MDCK cells were less evenly dispersed through-
out the cells as in the C-MDCK cells, but more centered in 
the perinuclear region.

Effects on mitochondrial volume and mitochondrial 
fusion are PV‑specific

To address the question, whether the observed effects 
(changes in cell morphology and mitochondrial volume and 
dynamics) caused by increased levels of PV were protein-
specific, we overexpressed the  Ca2+-binding protein cal-
retinin (CR), a presumed  Ca2+ buffer with fast binding kinet-
ics (and additional  Ca2+ sensor functions [77]) in MDCK 
cells (CR-MDCK), similarly as in a previous study [6]. Addi-
tionally experiments were carried out by loading MDCK 
cells with the non-proteinaceous fast  Ca2+ chelator BAPTA-
AM (10 µM, 30 min) to investigate the “pure and acute” 
 Ca2+ buffering effect on mitochondria. Expression of CR 
in CR-MDCK cells had no significant effects on cell mor-
phology (Fig. 6a, b) and total cell or mitochondrial volumes 
(Fig. 6c–f). Moreover, the average mitochondrial length 
in CR-MDCK cells (2.11 ± 0.03 µm vs. 2.22 ± 0.04 µm in 
C-MDCK cells; P = 0.6603) was not affected (Fig. 6g, h) and 
also mitochondria fusion and fission rates were unchanged 
(Fig.  6i–l). A somewhat different picture emerged in 

Fig. 4  PV-overexpression decreases the length, surface area and den-
sity of mitochondria. Several fluorescent dyes, antibodies or fluores-
cent proteins were used to confirm the mitochondrial morphology and 
location within cells. Representative images show mitochondria visu-
alized by MitoTracker™ Green (a) and MitoTracker™ Red CMXRos 
(b). Immunocytochemical staining using a primary antibody against 
oxphos IV (c) or against COX  I (red) and septin 7 (green) (d) is 
shown. Nuclei were counterstained with DAPI (blue). MDCK cells 
were transfected with  the mitochondria-targeted protein mitoDsRed 
(e) to quantify the mitochondrial length (g), number (h) and density 
of mitochondria (i). More than 1500 mitochondria were analyzed per 
group. Mitochondrial ultrastructure (f) was examined by transmis-
sion electron microscopy (TEM) at 33,000× magnification. Scale bar 
represents 1 µm. The mitochondrial size was determined by measur-
ing the mitochondrial surface area (j), circumference (k) and median 
length (l) and from at least 30 cells per group with 100 individual 
mitochondria

◂



4654 L. Lichvarova et al.

1 3

PV/shPVPVC
m

EO
S2

A
Tr

ac
ki

ng
Co

nt
ac

t
Fu

sio
n

Fi
ss

io
n

B

E F

C D

G H

I J

AFTER EVENTEVENT BEFORE EVENT



4655Parvalbumin alters mitochondrial dynamics and affects cell morphology  

1 3

BAPTA-loaded and subsequently analyzed MDCK cells. 
Cell morphology was not altered by short-term BAPTA load-
ing (Fig. 6a–f), however, the average length of mitochondria 
was significantly decreased to almost half of that of control 
cells (1.13 ± 0.13 µm vs. 2.22 ± 0.04 µm, P < 0.0001, Fig. 6g, 
h). In line with the shortening of mitochondria caused by 
BAPTA-AM, the mitochondrial fission rate was increased 
(0.11 ± 0.01 (BAPTA) vs. 0.08 ± 0.01 fission/mitochondria/
min in control cells; P < 0.001; Fig. 6k, l), while the fusion 
rate was unchanged (Fig. 6i, j). The effect of the fast chelator 
BAPTA on mitochondria is consistent with previous studies 
[36], where BAPTA-mediated  Ca2+ buffering was shown to 
induce mitochondrial cleavage at ER contact sites. In sum-
mary, in MDCK cells, none of the PV-mediated effects on 
cell morphology, mitochondria volume and length, as well 
as mitochondria dynamics were observed by overexpression 
of CR, a  Ca2+ buffer with properties quite distinct from PV 
[74]. On the other hand, acute  Ca2+-buffering by BAPTA 
differently affected mitochondria dynamics when com-
pared to CR: it increased the fission rate leading to short-
ened mitochondria. Thus, as observed in many instances, 
(1) alterations brought about by  Ca2+-binding proteins are 
protein-specific and (2) effects caused by a particular protein 
(CR) cannot be completely mimicked by a synthetic non-
proteinaceous  Ca2+ chelator such as BAPTA.

Parvalbumin reduces mitochondrial mass 
by increased mitophagy

The removal of damaged mitochondria by mitophagy is a 
critical process for maintaining proper cellular functions [52]. 
TEM images of all three MDCK cell lines revealed early (black 
arrow) and late (white arrows) mitophagosomes (Fig. 7a). 
Autolysosomal structures containing damaged mitochondria 
were clearly more prevalent in PV-MDCK cells than in the two 
lines with absent (C-MDCK) or lower (shPV/PV-MDCK) PV 
protein levels (Fig. 7b). One of the key drivers of mitophagy is 
sustained mitochondrial depolarization below a critical thresh-
old of the mitochondrial membrane potential, which leads to 
accumulation of PINK1 on the OMM [63] and subsequent 
recruitment of Parkin to mitochondria [46, 51]. Parkin trans-
location was investigated in MDCK cells transfected with yel-
low fluorescent protein (YFP)-tagged Parkin together with the 
red mitochondrial marker mitoKate2 (Fig. 7c). The percentage 
of cells showing YFP-Parkin translocation to mitochondria 
was almost twofold higher in PV-MDCK cells than in either 
C-MDCK (P < 0.001) or shPV/PV-MDCK (P < 0.001) cells 
(Fig. 7d). Specific autophagy receptors such as LC3C located 
on the mitochondria surface of damaged mitochondria are 
able to directly interact with membranes of autophagosomes. 
Since they remain associated with the entire autophagosome, 
LC3C serves as a key autophagy-related marker for mitophagy 
[49]. MDCK cells were transfected with plasmids encoding 
GFP-tagged LC3C (green) and mitoKate2 (red), respectively 
(Fig. 7e). In most cells, GFP-LC3C expression results in a dif-
fuse green fluorescence signal throughout the cytoplasm and 
nucleus. In response to macroautophagy-promoting stimuli, 
the GFP-LC3 signal becomes punctate and predominantly 
cytoplasmic [7, 52, 60]. The number of GFP-LC3C dots asso-
ciated with mitoKate2 fluorescence was significantly increased 
in PV-MDCK cells (Fig. 7e, f; almost twofold increase vs. 
C-MDCK cells; P < 0.001). The distribution of GFP-LC3C 
puncta in the cytoplasm of PV-overexpressing cells was quite 
distinct and green dots accumulated mainly in the perinuclear 
area, while in C-MDCK and shPV/PV-MDCK cells puncta 
were less numerous and more uniformly distributed through-
out the cytoplasm.

Fig. 5  Parvalbumin decreases mitochondrial dynamics. a Representa-
tive images showing MDCK cells transfected with the mitochondria-
targeted, photoconverted fluorescent protein mEOS2. Non-activated 
mitochondria are shown in green and activated (red) mitochondria are 
shown within white rectangles. All mitochondria were then tracked 
in Retrack software version 2.10.05. In this software, tracked mito-
chondria were marked by colors (one out of the seven colors) to eas-
ily follow movement of each mitochondrion. Trajectories were gen-
erated from entire xy-t-stacks shown in the overlap after subtraction 
of sequential images (c). Quantification of mitochondrial velocity (b) 
and measurements of distances that mitochondria travelled within a 
cell (d) are shown. Visualization of mitochondrial contacts (e), fusion 
(g) and fission (i) events. Mitochondria of interest are marked with 
white arrows to follow this event in time-lapse mode. Values for mito-
chondrial contact rates (f), fusion rates (h) and fission rates (j) during 
10 min observation were normalized per activated mitochondria per 
minute
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To distinguish between healthy mitochondria and ones 
localized in an acidic environment (lysosomes), the mitochon-
drially targeted pH-dependent fluorescent protein Keima was 
used. The excitation spectrum of Keima shifts (from green to 
red), if mitochondria are trapped in acidic lysosomes [5, 47], as 
Keima is resistant to lysosomal proteases and thus suitable for 
measurements of cumulative lysosomal delivery of mitochon-
dria over time [82]. The number of red mitochondria within 
an acidic environment (Fig. 7g, h) was significantly higher 
in PV-MDCK cells (P < 0.0001) than in MDCK cells with 
absent-to-low PV levels.

In summary, changes in mitochondrial morphology and the 
increase of several mitophagy markers in PV-expressing cells 
indicate a critical involvement of the process of mitophagy 
linked to the decreased mitochondrial content of PV-MDCK 
cells.

Discussion

Both, the  Ca2+ buffer PV, as well as mitochondria are 
components of the  Ca2+-signaling toolkit [4], which in its 
entirety form the  Ca2+ homeostasome [76] responsible for 
the regulation of intracellular  Ca2+ signals. An intricate 
interplay between PV and mitochondria has been observed 
in excitable (neurons, muscle fibers) and non-excitable (epi-
thelial) cells before, entailing a clearly antagonistic mecha-
nism; up-regulation of PV expression leads to a decrease 
in mitochondrial volume and vice versa by a likely homeo-
static mechanism [31, 41].  Ca2+ buffering by PV and  Ca2+ 

sequestration by mitochondria [68] have rather slow kinetics 
in comparison to fast buffers such as the presumed  Ca2+ 
buffers calbindin D-28k or calretinin [75] and thus still allow 
for  Ca2+ signaling in cells with high PV levels or a large 
mitochondrial volume. Insight on the inverse regulation has 
been obtained before in (PV-negative) MDCK cells either 
stably over-expressing PV (PV-MDCK) and in PV/shPV-
MDCK cells, where PV overexpression was greatly reduced 
by an shPvalb approach [41]. Here we set out to gain more 
mechanistic insight (1) in the PV specificity of the observed 
changes, (2) on the effects of PV on cell morphology and (3) 
more importantly on mitochondrial dynamics. With respect 
to the specificity of the changes mediated by PV: all of the 
effects caused by increased PV levels in PV-MDCK cells are 
linked to the particular slow-onset  Ca2+-buffering properties 
of PV, since none of the effects were observed in MDCK 
cells overexpressing the homologous EF-hand protein cal-
retinin with fast  Ca2+-buffering kinetics [35]. How a given 
 Ca2+ buffer (better termed  Ca2+ signaling modulator; PV, 
CR) affects intracellular  Ca2+ signals (e.g. as shown for  Ca2+ 
signals in Purkinje cells without PV or calbindin D-28k in 
the respective knockout mice) [73], then likely translates 
into differences in the activation of downstream pathways 
(calmodulin—CaM, and CaM-dependent kinases—CaMKs), 
finally leading to the observed cellular responses. The fact 
that also cell morphology was unchanged in CR-MDCK 
cells (as opposed to PV-MDCK cells) indicates that path-
ways controlling mitochondria volume and overall cell 
morphology are coupled. Of note, although  Ca2+-buffering 
properties of CR and the synthetic chelator BAPTA are 
described as rather similar (see Table 2 in [74]), their effects 
in MDCK cells demonstrate noticeable differences. While 
overexpression of CR had no effect on mitochondria fission/
fusion, BAPTA increased the fission rate resulting in shorter 
mitochondria.

The down-regulation of PV in shPV/PV-MDCK cells led 
to a cellular phenotype closely resembling, but not being 
identical to the one of C-MDCK cells. Thus, the described 
processes leading to changes in cell morphology and mito-
chondria structure and dynamics are reversible and highly 
dynamic, suggestive of a homeostatic mechanism. In most 
cases, the differences between C-MDCK cells and shPV/
PV-MDCK cells might be described as an “overshooting” 
effect; shPV/PV-MDCK cells were slightly larger (surface, 
volume, nuclei), contained more, larger (volume) and longer 
mitochondria, in particular subplasmalemmal mitochondria 
than the parental C-MDCK cells. Of note, parameters linked 
to mitochondria dynamics were not significantly different 
between the two groups. Although PV levels in shPV/PV-
MDCK cells (≈ 30 µM) were almost tenfold lower than in 
the PV-MDCK cells, they are still in a “physiological” con-
centration range as present, e.g. in hippocampal basket cells 
(≈ 12 µM; [33]). Thus, it cannot be excluded that lower levels 

Fig. 6  Overexpression of the Ca<Superscript>2+</Superscript> 
buffer/sensor protein calretinin, and loading of MDCK cells with 
the non-proteinaceous Ca<Superscript>2+</Superscript> chela-
tor BAPTA. Control MDCK cells were compared to MDCK cells 
overexpressing calretinin (CR-MDCK) or C-MDCK loaded with 
10 µM BAPTA-AM for 30 min (BAPTA). Representative images of 
MDCK cells acquired using the IncuCyte Live-Cell Imaging system 
(a). Quantification of the surface area of 100 cells in each group (b). 
Protein expression levels of CR in MDCK cell lines were determined 
also by Western blot analysis. For the normalization, GAPDH signals 
were used. Representative confocal images (c) showing the merged 
images of the cytoplasm (Calcein-AM), mitochondria (MitoTrack-
erTM Red CMXRos) and nuclei (Hoechst 33342). Selected represent-
ative cells (white rectangles) are shown in 3D view (e). Stereological 
analysis of 3D-reconstructed MDCK cells revealed that the volume 
of the cytoplasm (d) and volume of mitochondria (f) was unchanged. 
Mitochondrial length was measured using the mitochondria-targeted 
protein mitoDsRed (g, h). More than 30 cells were analyzed in each 
group. i Representative images showing MDCK cells transfected 
with the mitochondria-targeted, photoconverted fluorescent protein 
mEOS2, showing non-activated (green) mitochondria and activated 
(red) mitochondria. Selected regions (white rectangles) are shown at 
higher magnification at the end of the experiment (k). Estimation of 
mitochondrial fusion rates (j) and mitochondrial fission rates (l) were 
determined during a 10-min observation period and then normalized 
per activated mitochondria per minute
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of PV result in opposite morphological changes (larger flat-
ter cells with more mitochondria) than the effects mediated 
by higher PV levels (smaller, rounder cells with decreased 
mitochondrial volume) as seen in PV-MDCK cells. Such 
a hypothesis might be tested in PV-expressing neurons in 

wildtype and PV−/− mice. While in high PV-expressing 
Purkinje cells, the absence of PV in PV−/− mice results in 
a 40% increase in mitochondrial volume in the soma [17], a 
similar study has not been carried out in the much smaller 
interneurons, e.g. in cerebellar or hippocampal basket cells. 
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Fig. 7  Removal of mitochondria by mitophagy is more pronounced 
in PV-expressing cells. a Representative TEM images depict ultras-
tructural findings in MDCK cells. Early autophagic vacuoles con-
taining identifiable mitochondria (black arrow) and late autophago-
somes containing vesicular structures (white arrows) were observed 
mostly in PV-MDCK cells. b Number of autolysosomes containing 
mitochondria per cell area. c Representative images of MDCK cells 
transfected with YFP-Park2 (yellow) and mitoKate2 (red) plasmid. 
When Parkin was translocated to mitochondria, a distinct yellow fluo-
rescence was observed and the quantification is shown (d). e Repre-

sentative images of MDCK cells transfected with GFP–LC3C pro-
tein (green) together with MitoKate2 (red). Note the brighter green 
signal staining autophagosomal membranes compared to the weaker 
cytoplasmic signals. In the white squares a mitochondrion (red) is 
surrounded by lysosome (green). More green puncta were observed 
mostly in PV-MDCK cells (f). Representative images of MDCK cells 
transfected with the photoconvertible protein mito-Keima (g), allow-
ing identification and quantification (h) of normal (green) and acidic 
(red) mitochondria
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It will be interesting to see whether the absence of PV entails 
the same (or opposing) effects in “low-PV” hippocampal 
basket cells than in “high-PV” cerebellar basket cells.

Mitochondrial volume homeostasis is a housekeep-
ing function also essential for maintaining the structural 
integrity of these organelles. The mitochondrial volume is 
controlled by the osmotic balance between the cytosol and 
mitochondria and moreover  Ca2+ ions play an important 
role in the regulation of mitochondrial volume [3, 25, 55]. 
Besides the previously described changes in mitochondrial 
volume brought about by modifications in PV expression 
levels, additional unexpected morphological changes were 
observed in MDCK cells ectopically expressing PV. Besides 
the obviously visible rounding of the cells, whole cell vol-
umes in PV-MDCK cells (− 30%) were decreased approxi-
mately proportional to the decrease in mitochondrial mass 
(− 40%). This effect might be linked to the mitochondrial 
 Ca2+ buffering capacity, shown to be implicated in cytoskel-
eton dynamics [66] and also to the intracellular distribu-
tion of mitochondria, which strongly depends on mitochon-
dria–cytoskeleton interactions [45, 50]. In line with our 
findings, blocking of mitochondrial  Ca2+ uptake in MCU-
knockdown cells results in an increased circularity coeffi-
cient [66]. Accordingly, we had reported before that in the 
PV-MDCK cells Mcu transcript levels are decreased [41]. 
Of note, the decrease in cell volume cannot be accounted 
for entirely by the reduction in mitochondrial volume, but is 
also the result of a decreased volume of cell nuclei. This is 
supported by the unchanged ratio of Vnucleus/Vcytoplasm. Cur-
rently, we do not have a satisfactory explanation by which 
means the volume of a cell’s nucleus is affected by PV over-
expression; yet a similar effect (although not significant) is 
seen in PV-overexpressing C2C12 muscle cells [31]. While 
it is obvious that the rather flattened morphology of either 
C-MDCK cells or shPV/PV-MDCK cells results in a higher 
surface area than the roundish PV-MDCK cells, also the 
relative surface area of protrusions (filopodia, lamellipodia) 
was clearly higher in cells with absent-to-low PV expression. 
This is likely associated with the increased mobility of these 
cells. In support, silencing of the MCU gene in human breast 
cancer and HeLa cells leads to an increase in actin cytoskel-
eton stiffness, loss of cell polarity, as well as impairment of 
focal adhesion dynamics [66].

Although mitochondria function is assumed to be very 
similar in all cells, mitochondrial morphology and intracel-
lular distribution are highly variable between tissues and cell 
types [2, 23, 37, 61]. The number and size of mitochondria 
in a given cell is the result of several processes: mitochon-
drial biogenesis, fusion and fission and mitophagy [9, 27, 
28]. Analysis of mitochondrial morphology revealed sev-
eral changes in PV-MDCK cells. In general, mitochondria 
were shorter, had a smaller surface area and a decreased 
circumference. In contrary to expectations, the velocity 

of the moving (smaller) mitochondria in PV-MDCK cells 
was lower than in the other two lines with none or low PV 
expression levels. Consequently, also the average travel dis-
tance and the contact rates between mitochondria were lower 
in PV-MDCK cells. Considering that mitochondrial veloc-
ity and mitochondrial contacts are important parameters 
determining mitochondrial fusion, it was not surprising that 
mitochondrial fusion rates were decreased. A link between 
mitochondrial velocity and fusion had been observed in sev-
eral previous studies [10, 15, 29, 56], also highlighting the 
relevance of  Ca2+ dynamics in the modulation of mitochon-
drial mobility [9, 29]. With respect to fission, the rates were 
unaffected by the presence or absence of PV.

Our study also revealed additional mechanistic details on 
the effect of PV in decreasing mitochondrial volume. While 
higher levels of the mitochondrial master regulatory gene 
PGC-1α, result in a higher fractional volume of mitochon-
dria [34, 88, 90], increased PV levels in PV-MDCK cells 
were found to result in lower PGC-1α (Ppargc1a) transcript 
levels suggesting that PV-mediated changes in  Ca2+ signals 
might also regulate PGC-1α. The regulation in the other 
direction has previously been observed in PV-expressing 
fast-twitch muscle tibialis anterior (TA) of transgenic mice 
overexpressing PGC-1α. While mitochondrial volume is 
increased, expression levels of PV are decreased [34]. This 
indicates an inverse, antagonistic regulation also of PV and 
PGC-1α with a likely contribution of  Ca2+ signal transcrip-
tional modulators such as  Ca2+/calmodulin kinase kinase 
α (affecting sirtuin 1 expression, e.g. increased in TA of 
PV−/− mice) or  Ca2+/calmodulin kinase II (CaMKII); the 
latter also up-regulated in TA of PV−/− mice [31].

In PV-MDCK cells, we observed increased YFP-Parkin2 
translocation to mitochondria accompanied with increased 
mitophagy. As reported before, Parkin recruitment to mito-
chondria [46, 51] as the result of PINK1 accumulation on 
the surface of depolarized mitochondria [63] is in good 
agreement with results from our previous study reporting 
that the collapse of the mitochondrial membrane potential 
by CCCP occurred at lower concentrations in PV-MDCK 
cells [41], indicative of a more depolarized state in PV-
MDCK mitochondria. Also, the higher amount of GFP-
LC3C puncta in PV-overexpressing cells is in support of 
increased mitophagy. LC3 remains associated with the com-
pleted autophagosome and is often considered as the key 
autophagy-related marker [52, 60]. Moreover, the number 
of autolysosomes containing mitochondria was increased in 
PV-MDCK cells indicating increased mitophagy.

We cannot completely exclude the possibility that PV 
overexpression induced a generic cellular stress response, 
as it was shown before that CR and calbindin-D28k, but not 
PV protect against glutamate-induced delayed excitotoxic-
ity. Such excitotoxic effects leading to neuronal cell degen-
eration are often accompanied by a prolonged increase in 
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the intracellular level of  Ca2+ ions and l-glutamate-induced 
toxicity is assumed to be mediated via a  Ca2+-dependent 
mechanism [26, 59]. Increased  Ca2+ buffering by PV appears 
neuroprotective under conditions of short-term excitotoxic-
ity [89], in vivo; after prolonged periods, two other mecha-
nisms, increased  Ca2+ shuttling by PV and downregulation 
of mitochondrial volume, actually aggravate the excitotoxic 
effects [59].

In conclusion, PV expression strongly affects overall 
morphology and mobility of MDCK cells. We conjecture 
that most of these effects are mediated through modula-
tion of mitochondrial volume and dynamics. Alterations 
in mitochondrial dynamics and mitochondria turnover in 
PV-MDCK cells is associated with mitochondrial shorten-
ing, reduced fusion and augmented removal of damaged 
mitochondria by mitophagy. While the overall decreased 
mitochondrial mass contributes to the smaller cell size of 
PV-MDCK, the shrinking of the volume of the nuclei by yet 
unknown mechanisms is an additional unexpected obser-
vation. Finally, all effects are PV-specific, since none of 
the described changes are seen in MDCK cells expressing 
the homologous fast  Ca2+ buffer CR. Our results provide a 
novel insight into the complex crosstalk between PV and 
mitochondria regulation through changes in mitochondrial 
dynamics.

Materials and methods

Cell culture

Madin–Darby canine kidney (MDCK) cells were cultured 
in Dulbecco’s modified Eagle’s medium with high glucose 
(Gibco, Switzerland) and supplemented with 10% heat-
inactivated fetal calf serum (Gibco, Switzerland) and 100 U/
ml Penicillin and 100 µg/ml Streptomycin, as described 
previously [41]. Three MDCK cell lines were used in our 
study as reported before [41]: (1) control MDCK cells 
(C-MDCK), (2) MDCK cells with stable ectopic expres-
sion of parvalbumin (PV-MCDK) mediated by the lentiviral 
vector (pLVTHM-PV, #12247, Addgene), (3) PV-MDCK 
cells, where PV expression was constitutively downregu-
lated by a short-hairpin RNA 100% identical to the sequence 
of dog PV (pLKO.1-Pvalb) resulting in the cell line shPV/
PV-MDCK. Calretinin expression was achieved using the 
lentiviral system pLVTHM (Addgene plasmid #12247) 
as described previously [6]. All cell lines were regularly 
checked to avoid mycoplasma contamination.

Confocal microscopy: 3D measurement

MDCK cells were seeded on collagen-coated glass bot-
tom dishes (MatTek Corp., Ashland, MA) at a density of 

1 × 104 cells/cm2 and allowed to grow for 2 days. At the 
day of experiments, MDCK cells were loaded with 1 µM 
Calcein-AM (C3100MP, Molecular Probes), 500  nM 
MitoTracker™ Red CMXRos (M7512, Molecular Probes) 
in DPBS (Sigma) for 30 min and with 1 µM Hoechst 33342 
(H1399, Molecular Probes) for the last 5 min before live cell 
imaging. A laser scanning confocal microscope Leica TCS 
SP5 equipped with motorized conventional Galvo stage was 
used in this study. Optical sections were acquired along the 
Z-axis at 0.42 μm step size using a 40 × oil-immersion APO 
Plan objective with 1.3 numerical aperture. The parameters 
of acquisition were as follow; image format of 1024 × 1024 
pixels, 200 Hz scan speed and pinhole diameter was set to 
1 AU. Voxel size was 0.379 × 0.379 × 0.420 µm. Meas-
urements were performed at room temperature in DPBS 
without  Ca2+ and  Mg2+ to reduce mitochondrial movement 
[19]. Calcein-AM was excited using a 488-nm argon laser, 
MitoTracker™ Red CMXRos using a 561-nm DPSS laser 
and Hoechst33342 using a 405-nm laser. Fluorescence 
emission was recorded at 419–474 nm (Hoechst 33342), 
510–554 nm (Calcein-AM) and 584-683 nm (MitoTracker™ 
Red CMXRos) in a sequential mode with lowest possible 
laser intensity to minimize photobleaching. In each daily 
experiment, three dishes per cell line were scanned. In each 
dish, images from three randomly selected regions were 
acquired. All experiments were performed three times. More 
than 400 cells in each group were measured.

3D reconstruction and morphometric analysis

For image reconstruction and volumetric analysis, com-
plete series of z-stack images were processed using the 
commercially available software Imaris 9.0.1® (Bitplane, 
AG). To measure volumes of whole cells, nuclei or mito-
chondria “ImarisCell” and “ImarisSurface” software pack-
ages were used. Identical parameters and algorithm settings 
were applied for each cell in the three investigated groups. 
Only well visible, single nuclei cells were chosen for further 
analysis. Mitotic cells or cells located at the edges of the 
visual field were excluded from analysis. Statistical analyses 
were performed directly in Imaris software using “Imaris 
Measurement Pro” and “Imaris XT” licenses.

Live cell imaging, cell tracking and estimation 
of circularity coefficient

MDCK cells were analyzed using the IncuCyte live-content 
imaging system (Essen Bioscience). Briefly, MDCK cells 
were seeded at a density of 1 × 102 cells/cm2 in 96-well 
plates (Essen Bioscience) and images were automatically 
acquired immediately after seeding with an image acquisi-
tion rate of 12/h for 2 h at 20× magnification. MDCK cells 
were tracked manually using the open source TrackMate 
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plugin of Fiji software, which allows to quantify move-
ment of objects between frames of a 2D-stack and retrieve 
XY coordinates together with velocity or distance covered 
between two frames [6, 85]. The circularity coefficient of 
cells was estimated using the phase-contrast images obtained 
in the same experiments. Quantification of the circularity 
coefficient was carried out similarly as described in [66]. 
Ranges from 0 to 1 (0 indicates elongated polygon; 1 indi-
cates perfect circle) were obtained using the ImageJ soft-
ware, where the circularity coefficient was analyzed as 
4π (area)/perimeter2.

Tomography

For non-invasive marker-free imaging of live cells, in par-
ticular imaging of mitochondrial networks a 3D-holographic 
and tomographic microscope 3D Cell Explorer (Nanolive, 
Switzerland) was used as reported before [1, 24]. MDCK 
cells were seeded on collagen-coated glass bottom dishes 
(MatTek Corp., Ashland, MA) at a density of 1 × 104 cells/
cm2 and visualized using a 60× dry objective (NA 0.8) 
with a class 1 low-power laser (λ = 520 nm, sample expo-
sure 0.2 mW/mm2) with a 3D-tomography frame rate of 
0.5 frames/s with full self-adjustment and ∆z = 400 nm. 
Reconstruction and volumetric analysis, complete series 
of z-stack images were carried out using the commercially 
available STEVE software (Nanolive, Switzerland).

Fluorescence staining and immunocytochemistry

For live-cell imaging, MDCK cells were loaded with 
100 nM MitoTracker™ Green FM (Thermo Fisher, Sci-
entific) in DPBS for 30 min at 37 °C. To stain the nuclei, 
 Hoechst® 33342 (Thermo Fisher, Scientific) was added for 
the last 5 min. For immunocytochemistry, mitochondria in 
fixed cells were stained using MitoTracker™ Red CMXRos 
(500 nM) according to manufacturer’s specifications. Nuclei 
were counterstained with DAPI. MDCK cells of all three 
lines were seeded onto sterile glass coverslips in 12-well 
culture plates at a density 1 × 104 cells/well and incubated 
with the appropriate medium until 70–80% confluence was 
reached. Cells were then washed twice with pre-warmed 
0.1 M TBS (Tris-buffered saline), fixed with 4% paraformal-
dehyde solution for 10 min at 37 °C and incubated in block-
ing buffer (0.1 M TBS containing 10% donkey serum and 
0.4% Triton-X100) for 60 min at RT. Cells were incubated 
overnight at 4 °C with the primary antibodies. The follow-
ing antibodies were used at the indicated dilutions: rabbit 
polyclonal anti-OXPHOS IV (Alomone Labs, 1:250), mouse 
monoclonal anti-cytochrome oxidase I (COX I Molecular 
Probes, Invitrogen AG, 1:1000), rabbit polyclonal anti-Sep-
tin7 (Bethyl Laboratories, LubioScience, 1:5000), guinea 
pig anti-PV690 (Swant, Marly, Switzerland 1:1000), mouse 

monoclonal anti-actin (Santa Cruz, C-2 sc-8432, 1:50), rab-
bit monoclonal anti α-tubulin (Cell Signaling technology, 
#2125, 11H10, 1:50). After washing, MDCK cells were 
further incubated with Alexa Fluor 488 (Jackson Immu-
noresearch Laboratories, 1:400), Alexa Fluor 594 (Jackson 
Immunoresearch Laboratories, 1:400), or Alexa Fluor 647 
(Jackson Immunoresearch Laboratories, 1:400) conjugated 
secondary antibodies for 3 h at RT. At last, cell nuclei were 
counterstained with DAPI (Molecular Probes, 5 µg/ml) for 
5 min, then mounted with Hydromount solution (National 
Diagnostic, Atlanta, GA) and examined with a Leica TCS 
SP5 confocal microscope.

Transfection

MDCK cells growing on 35-mm glass-bottom dishes were 
co-transfected the day after plating using transient transfec-
tion methodology by LipofectamineTM 2000 (Invitrogen). 
Conditioned medium was removed from dishes and 120 µl 
of Opti-MEM® I medium containing 1.5% Lipofectamine™ 
2000 with the appropriate concentration of plasmid DNA 
was added to the glass ring and incubated for 3 h, thereafter 
2 ml of complete media was added to the dishes. The fol-
lowing plasmids were used at the indicated concentrations: 
mitoDsRed (0.25 µg), mEOS2 (0.3 µg), mitoKate2 (0.1 µg), 
YFP-Park2 (0.3 µg), GFP-LC3-C (0.25 µg), mitoKeima 
(0.3 µg). MDCK cells were then cultured for 2 days with 
mitoDsRed, mEOS2, mitoKate2, YFP-Park2, GFP-LC3-C 
or 4 days with mitoKeima to enable expression of the trans-
fected DNA. Cells were kept in DPBS (no  Ca2+,  Mg2+) at 
RT when mitochondrial movement was not required or in 
DPBS containing  Ca2+ and  Mg2+ at 37 °C to allow for mito-
chondrial movement.

Morphometric analysis of mitochondrial length

For whole-cell mitochondrial length experiments, MDCK 
cells were transfected with mito-DsRed and examined 2 days 
after transfection using a confocal microscope Zeiss LSM 
780 (Carl Zeiss Microscopy GmbH, Göttingen, Germany). 
MDCK cells were selected randomly; one cell was acquired 
at a time using a 63× water immersion objective (LCI Plan-
Neofluar, 1.3 NA, immersion-corrected DIC M27). During 
the whole experiment, MDCK cells were maintained in 
complete media under physiological conditions in controlled 
atmosphere, temperature and humidity (e.g. 37 °C, 5%  CO2) 
using the Carl Zeiss large incubation system to allow for 
mitochondrial movement. To follow and recognize a sin-
gle mitochondrion, a time-lapse series of confocal images 
were recorded. Images were acquired every 10 s as reported 
previously [20]. Mitochondria labeled with mito-Kate2 
were visualized using a 561 nm DPSS laser. Morphometric 
analyses were performed using ZEN imaging software (Carl 
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Zeiss Microscopy GmbH, ZEN—black version), length of 
mitochondria and number of mitochondria were extracted, 
and then averaged per cell. The ratio of total length of mito-
chondria and cell area was calculated. The latter represents a 
proxy measure of mitochondria density. Mitochondria from 
at least 27 cells per line were measured (three fields per 
dish, three dishes per group in one experiment, experiments 
performed in triplicates).

Mitochondrial ultrastructure was assessed by transmis-
sion electron microscopy (see below). Blind analysis of 
randomly numbered electron micrographs were analyzed 
by blinded experimenters using the ImageJ software. For 
each mitochondrion, median length, circumference of the 
outer mitochondrial membrane and surface area was meas-
ured using the Wand Tool in ImageJ without knowing the 
identity of the analyzed MDCK line. Only after completion 
of all the counting procedure the attribution of a given image 
to one of the three cell lines was revealed.

Transmission electron microscopy (TEM)

MDCK cells were prepared for TEM analysis as described 
previously [42, 83]. MDCK cells were seeded on PET track-
etched membranes with 3-μm pores (Becton–Dickinson AG, 
Allschwil, Switzerland) at a density of 3 × 105 cells/cm2 
and grown to a semi-confluent state in normal media. Cells 
were fixed with pre-warmed fixation buffer containing 2.5% 
glutaraldehyde in 0.1 M Na-cacodylate-HCl (pH 7.4) at RT 
for 30 min and rinsed with 0.1 M Na-cacodylate-HCl buffer 
(pH 7.4). After post-fixation in 1%  OsO4 for 20 min, cells 
were embedded in Epoxy resin. The dehydration procedure 
was carried out through gradated ethanol concentrations 
(50–100%). Finally, membranes were cut as ultrathin sec-
tions (70 nm) and mounted on aluminum sample holders. 
For visualization, a Philipps CM100 Biotwin scanning elec-
tron microscope equipped with MORADA camera was used. 
Micrographs were taken with the iTEM software (Olympus 
Soft Imaging Solutions GmbH). The experimenter captured 
images randomly, without knowing the experimental group. 
Images were taken at a final magnification of 33,000× (mito-
chondria) or 24,500× (autophagosomes). Resulting X, Y cali-
bration was 1.188 nm/P for a magnification of 33,000× or 
1.157 nm/P for a magnification of 24,500×, respectively. 
Image resolution was 1854 × 1336 pixel.

Mitochondrial fusion–fission

MDCK cells were transfected with a bright and photosta-
ble photoconvertible fluorescent protein mEOS2. MDCK 
cells were seeded at a density of 1 × 104 cells/cm2 on glass 
bottom dishes and transfected the next day. MDCK cells 
were incubated for 48 h to allow for the accumulation of 
mEOS2 expression. Mitochondria were visualized using a 

laser scanning confocal microscope Zeiss LSM 780, with a 
63×/1.3 water immersion objective. To avoid unwanted shift 
of focus, automated perfect focus stabilization was permit-
ted. Temperature and atmosphere during experiments were 
controlled using large incubation systems (Zeiss). Mitochon-
dria-targeted mEOS2 was illuminated with a 488-nm argon 
laser line to visualize green mitochondrial fluorescence. 
Randomly selected peripheral mitochondria (2–3 mito-
chondria per ROI, three ROIs per cell) were photoconverted 
to red using a 405-nm diode laser and illuminated using a 
561-nm DPSS laser. Images were taken at 10-s intervals for 
10 min. Events of all activated mitochondria (more than 100 
mitochondria per line) were followed throughout the time-
lapse movie, and the fusion and fission events were recorded. 
Three different cells were visualized per dish and experi-
ments were performed five times. Thus, the analyzed mito-
chondria populations originate from 15 different cells for 
each line. Mitochondria were further tracked manually using 
freeware software Retrack version 2.10.05, as described 
earlier [20, 54]. Retrack software marks automatically each 
mitochondrion with one out of seven different colors, to eas-
ily follow individual mitochondria and to distinguish them 
from mitochondria that had been already tracked.

Mitophagy assay

Mitophagy was assessed by different approaches. On TEM 
images early or late mitophagosomes were searched and 
quantified. Mitophagosomes and autolysosomal struc-
tures were identified from TEM images according to cri-
teria described before [39, 40, 44]. Several marker proteins 
involved in mitophagy were identified by confocal micros-
copy. First Parkin translocation to mitochondria was inves-
tigated. MDCK cells were transfected with an YFP-PARK2 
plasmid [20, 21] together with the mitochondrial marker 
mitoKate2. Images were randomly captured using a ZEISS 
LSM 780 confocal microscope. Colocalization of YFP-
PARK2 aggregates with mitoKate2 was analyzed using the 
“Imaris Colocalization” module. At least 30 cells from three 
independent experiments were analyzed per line.

To visualize autophagosomes, cells were transfected with 
the GFP-LC3C plasmid. Cells transfected with a GFP-LC3-
encoding construct usually exhibit a diffuse green fluo-
rescence covering the entire cytoplasm. When autophagy 
occurs, the GFP-LC3 signal changes to a punctate pattern. 
Thus, the increase in the number of GFP-LC3 punctae is 
an indicator of autophagosomes in cells. Quantification of 
GFP-LC3C punctate patterns co-localized with mitoKate2 
was carried out as described before [9, 21].

Finally, we used the mitochondria-targeted fluorescent 
protein Keima, known to be able to shift its excitation spec-
trum from 440 nm (mitochondria at neutral pH) to 586 nm, 
if mitochondria are delivered to acidic lysosomes [5, 47]. 
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Images were acquired using a laser scanning confocal micro-
scope using the laser lines 458 nm for mitochondria at neu-
tral pH, and 561 nm for mitochondria exposed to an acidic 
pH. In each experiment, ten images were randomly captured 
per dish and experiments were repeated three times. Quanti-
fication was carried out as reported previously [9, 20]. The 
mitophagy level was then estimated by quantification of the 
total number of red pixels divided by the total number of all 
pixels as suggested previously [82].

Western blot analyses and estimation 
of intracellular PV concentrations

MDCK cells were collected and homogenized in ice-cold 
PBS, prior to freezing at − 20 °C. Pellets were resuspended 
in RIPA-buffer with Complete Protease Inhibitor Cock-
tail (04693116001, Roche) and centrifuged at 30,000g at 
4 °C for 15 min. The protein content was measured using 
the DC™ protein assay kit (500-0111, BioRad) and equal 
amounts of protein were denatured in Pierce Lane Marker 
Reducing sample buffer (#39,000, Thermo Fisher) for 
5  min at 99  °C, resolved on 4–20% Mini-PROTEAN® 
TGX™ precast gel (456-1094, Biorad) and transferred onto 
 Immobilon®PSQ membrane (ISEQ00010, Millipore) in 
0.1 M Tris-base, 0.192 M glycine, and 20% (v/v) methanol 
using an electrophoretic transfer system. Membranes were 
blocked in Odyssey blocking buffer (LICOR Bioscience, 
927-40000) at RT for 1 h. After blocking, the membranes 
were incubated sequentially overnight with different pri-
mary antibodies based on the requirement of the experi-
ment. Antibody dilutions used were as followed: guinea pig 
anti-PV690 1:10,000 (Swant, Marly), rabbit anti-GAPDH 
1:10,000 (Sigma G9545), rabbit anti-CR7696 1:10,000 
(Swant, Marly). Then membranes were incubated with 
the appropriate secondary antibody. For PV and GAPDH 
detection, horseradish peroxidase-coupled secondary anti-
bodies (Sigma) were used at a dilution of 1:10,000 for 1 h 
at RT. The protein bands were visualized with the Immo-
bilon Western AP Substrate (Millipore, Zug, Switzerland). 
Imaging and analysis of the blots were performed with the 
FluorChem E system (Cell Biosciences, Santa Clara, USA). 
Otherwise, goat anti-mouse IRDye 800 CW (926-32210) 
or goat anti-rabbit IRDye 680 LT (926-68021, all from Li-
Cor Bioscience) for 1 h at RT. Immunoreactive bands and 
molecular weight markers were detected using the Odyssey 
Infrared Imaging System (Li-Cor Bioscience, Lincoln, NE, 
USA). For determining the PV concentration in the different 
MDCK cell lines, parallel cultures were analyzed. In one 
the total amount of protein was determined and in the other 
one the number of cells (in the order of  106 cells/flask) was 
counted resulting in the amount of protein per cell. Using a 
calibration curve of pure PV (Suppl. Fig. S1), we calculated 

the amount of PV per cell and after determining the average 
cell volume (Fig. 2j), the intracellular PV concentration was 
calculated.

Statistical data analysis

All data are shown as mean ± standard error of mean 
(S.E.M), from at least three independent experiments. 
GraphPad Prism 6 software was used for statistical compar-
isons and generation of the graphs. The D’Agostino–Pear-
son omnibus test was used as normality test. One-way 
ANOVA followed by the Bonferroni posttest were used for 
normally distributed data, otherwise Mann–Whitney U test 
or Kruskal–Wallis tests followed by Dunn’s test were used 
to compare differences between experimental groups. The 
P values were assigned as P < 0.05*, < 0.01**, < 0.001***, 
P < 0.0001****.

Acknowledgments Authors would like to thank Valerie Salicio, Anne 
Oberson and Felix Meyenhofer for excellent technical assistance. 
We are particularly grateful to Brigite Scolari for excellent techni-
cal assistance and TEM images. We acknowledge the help provided 
by Luca Clario and Mathieu Frechin during the demonstration of the 
tomographic microscope 3D Cell Explorer (Nanolive, Switzerland). 
We thank Dr. R. Youle and Dr. R. Rizzuto for providing the plas-
mids used in this study. This work was supported by SNSF Grant # 
310030_155952/1 to B. Schwaller. The authors declare no competing 
financial interests.

Author contributions L. Lichvarova carried out the experiments pre-
sented in the study, analyzed the data and participated in writing of the 
manuscript. T. Henzi prepared and provided MDCK epithelial cells 
with stable overexpression/downregulation of parvalbumin. D. Safi-
ulina performed Western blot experiments. A. Kaasik conceived the 
experiments on fission–fusion dynamics. B. Schwaller conceived the 
study and participated in the writing of the manuscript. All authors read 
and approved the final manuscript.

Compliance with ethical standards 

Ethical standards The experiments comply with the current laws of 
Switzerland and Estonia, where they were performed.

Conflict of interest The authors declare that they have no conflict of 
interest.

Open Access This article is distributed under the terms of the Crea-
tive Commons Attribution 4.0 International License (http://creat iveco 
mmons .org/licen ses/by/4.0/), which permits unrestricted use, distribu-
tion, and reproduction in any medium, provided you give appropriate 
credit to the original author(s) and the source, provide a link to the 
Creative Commons license, and indicate if changes were made.

http://creativecommons.org/licenses/by/4.0/
http://creativecommons.org/licenses/by/4.0/


4664 L. Lichvarova et al.

1 3

References

 1. Ali A, Abouleila Y, Amer S, Furushima R, Emara S, Equis S, 
Cotte Y, Masujima T (2016) Quantitative live single-cell mass 
spectrometry with spatial evaluation by three-dimensional holo-
graphic and tomographic laser microscopy. Anal Sci 32:125–127

 2. Anesti V, Scorrano L (2006) The relationship between mitochon-
drial shape and function and the cytoskeleton. Biochem Biophys 
Acta 1757:692–699

 3. Bagur R, Hajnoczky G (2017) Intracellular Ca2+ sensing: its role 
in calcium homeostasis and signaling. Mol Cell 66:780–788

 4. Berridge MJ (2014) Calcium signalling and psychiatric disease: 
bipolar disorder and schizophrenia. Cell Tissue Res 357:477–492

 5. Bingol B, Tea JS, Phu L, Reichelt M, Bakalarski CE, Song Q, 
Foreman O, Kirkpatrick DS, Sheng M (2014) The mitochondrial 
deubiquitinase USP30 opposes parkin-mediated mitophagy. 
Nature 510:370–375

 6. Blum W, Pecze L, Felley-Bosco E, Schwaller B (2015) Overex-
pression or absence of calretinin in mouse primary mesothelial 
cells inversely affects proliferation and cell migration. Respir Res 
16:153

 7. Bravo-San Pedro JM, Pietrocola F, Sica V, Izzo V, Sauvat A, Kepp 
O, Maiuri MC, Kroemer G, Galluzzi L (2017) High-throughput 
quantification of GFP-LC3+ dots by automated fluorescence 
microscopy. Methods Enzymol 587:71–86

 8. Burman JL, Pickles S, Wang C, Sekine S, Vargas JNS, Zhang 
Z, Youle AM, Nezich CL, Wu X, Hammer JA, Youle RJ (2017) 
Mitochondrial fission facilitates the selective mitophagy of protein 
aggregates. J Cell Biol 216:3231–3247

 9. Cagalinec M, Liiv M, Hodurova Z, Hickey MA, Vaarmann A, 
Mandel M, Zeb A, Choubey V, Kuum M, Safiulina D, Vasar E, 
Veksler V, Kaasik A (2016) Role of mitochondrial dynamics in 
neuronal development: mechanism for Wolfram syndrome. PLoS 
Biol 14:e1002511

 10. Cagalinec M, Safiulina D, Liiv M, Liiv J, Choubey V, Wareski P, 
Veksler V, Kaasik A (2013) Principles of the mitochondrial fusion 
and fission cycle in neurons. J Cell Sci 126:2187–2197

 11. Caillard O, Moreno H, Schwaller B, Llano I, Celio MR, Marty A 
(2000) Role of the calcium-binding protein parvalbumin in short-
term synaptic plasticity. Proc Natl Acad Sci USA 97:13372–13377

 12. Celio MR (1989) Calcium binding proteins in the brain. Ital J Anat 
Embryol 94:227–236

 13. Chan DC (2012) Fusion and fission: interlinked processes critical 
for mitochondrial health. Annu Rev Genet 46:265–287

 14. Chang CR, Manlandro CM, Arnoult D, Stadler J, Posey AE, 
Hill RB, Blackstone C (2010) A lethal de novo mutation in the 
middle domain of the dynamin-related GTPase Drp1 impairs 
higher order assembly and mitochondrial division. J Biol Chem 
285:32494–32503

 15. Chang DT, Rintoul GL, Pandipati S, Reynolds IJ (2006) Mutant 
huntingtin aggregates impair mitochondrial movement and traf-
ficking in cortical neurons. Neurobiol Dis 22:388–400

 16. Chen G, Carroll S, Racay P, Dick J, Pette D, Traub I, Vrbova G, 
Eggli P, Celio M, Schwaller B (2001) Deficiency in parvalbumin 
increases fatigue resistance in fast-twitch muscle and upregulates 
mitochondria. Am J Physiol Cell Physiol 281:C114–C122

 17. Chen G, Racay P, Bichet S, Celio MR, Eggli P, Schwaller B (2006) 
Deficiency in parvalbumin, but not in calbindin D-28k upregulates 
mitochondrial volume and decreases smooth endoplasmic reticu-
lum surface selectively in a peripheral, subplasmalemmal region 
in the soma of Purkinje cells. Neuroscience 142:97–105

 18. Chen H, Chan DC (2009) Mitochondrial dynamics–fusion, fission, 
movement, and mitophagy—in neurodegenerative diseases. Hum 
Mol Genet 18:R169–R176

 19. Chevrollier A, Cassereau J, Ferre M, Alban J, Desquiret-Dumas V, 
Gueguen N, Amati-Bonneau P, Procaccio V, Bonneau D, Reynier 
P (2012) Standardized mitochondrial analysis gives new insights 
into mitochondrial dynamics and OPA1 function. Int J Biochem 
Cell Biol 44:980–988

 20. Choubey V, Cagalinec M, Liiv J, Safiulina D, Hickey MA, Kuum 
M, Liiv M, Anwar T, Eskelinen EL, Kaasik A (2014) BECN1 
is involved in the initiation of mitophagy: it facilitates PARK2 
translocation to mitochondria. Autophagy 10:1105–1119

 21. Choubey V, Safiulina D, Vaarmann A, Cagalinec M, Wareski P, 
Kuum M, Zharkovsky A, Kaasik A (2011) Mutant A53T alpha-
synuclein induces neuronal death by increasing mitochondrial 
autophagy. J Biol Chem 286:10814–10824

 22. Collin T, Chat M, Lucas MG, Moreno H, Racay P, Schwaller B, 
Marty A, Llano I (2005) Developmental changes in parvalbumin 
regulate presynaptic Ca2+ signaling. J Neurosci 25:96–107

 23. Collins TJ, Berridge MJ, Lipp P, Bootman MD (2002) Mitochon-
dria are morphologically and functionally heterogeneous within 
cells. EMBO J 21:1616–1627

 24. Cotte Y, Toy F, Jourdain P, Pavillon N, Boss D, Magistretti P, 
Marquet P, Depeursinge C (2013) Marker-free phase nanoscopy. 
Nat Photonics 7:113

 25. Csordas G, Golenar T, Seifert EL, Kamer KJ, Sancak Y, Perocchi 
F, Moffat C, Weaver D, de la Fuente Perez S, Bogorad R, Kote-
liansky V, Adijanto J, Mootha VK, Hajnoczky G (2013) MICU1 
controls both the threshold and cooperative activation of the mito-
chondrial Ca(2)(+) uniporter. Cell Metab 17:976–987

 26. D’Orlando C, Celio MR, Schwaller B (2002) Calretinin and cal-
bindin D-28k, but not parvalbumin protect against glutamate-
induced delayed excitotoxicity in transfected N18-RE 105 neu-
roblastoma-retina hybrid cells. Brain Res 945:181–190

 27. Das S, Hajnoczky N, Antony AN, Csordas G, Gaspers LD, Clem-
ens DL, Hoek JB, Hajnoczky G (2012) Mitochondrial morphol-
ogy and dynamics in hepatocytes from normal and ethanol-fed 
rats. Pflug Arch 464:101–109

 28. Das S, Mitrovsky G, Vasanthi HR, Das DK (2014) Antiaging 
properties of a grape-derived antioxidant are regulated by mito-
chondrial balance of fusion and fission leading to mitophagy 
triggered by a signaling network of Sirt1-Sirt3-Foxo3-PINK1-
PARKIN. Oxid Med Cell Longev 2014:345105

 29. Debattisti V, Gerencser AA, Saotome M, Das S, Hajnoczky G 
(2017) ROS control mitochondrial motility through p38 and the 
motor adaptor Miro/Trak. Cell Rep 21:1667–1680

 30. Delettre C, Lenaers G, Griffoin JM, Gigarel N, Lorenzo C, Belen-
guer P, Pelloquin L, Grosgeorge J, Turc-Carel C, Perret E, Astarie-
Dequeker C, Lasquellec L, Arnaud B, Ducommun B, Kaplan J, 
Hamel CP (2000) Nuclear gene OPA1, encoding a mitochondrial 
dynamin-related protein, is mutated in dominant optic atrophy. 
Nat Genet 26:207–210

 31. Ducreux S, Gregory P, Schwaller B (2012) Inverse regulation 
of the cytosolic Ca(2)(+) buffer parvalbumin and mitochondrial 
volume in muscle cells via SIRT1/PGC-1alpha axis. PLoS One 
7:e44837

 32. Dugina V, Alieva I, Khromova N, Kireev I, Gunning PW, Kopnin 
P (2016) Interaction of microtubules with the actin cytoskeleton 
via cross-talk of EB1-containing + TIPs and gamma-actin in epi-
thelial cells. Oncotarget 7:72699–72715

 33. Eggermann E, Jonas P (2011) How the ‘slow’ Ca(2+) buffer 
parvalbumin affects transmitter release in nanodomain-coupling 
regimes. Nat Neurosci 15:20–22

 34. Eshima H, Miura S, Senoo N, Hatakeyama K, Poole DC, Kano 
Y (2017) Improved skeletal muscle Ca2+ regulation in vivo fol-
lowing contractions in mice overexpressing PGC-1alpha. Am J 
Physiol Regul Integr Comp Physiol 312:R1017–r1028



4665Parvalbumin alters mitochondrial dynamics and affects cell morphology  

1 3

 35. Faas GC, Schwaller B, Vergara JL, Mody I (2007) Resolving the 
fast kinetics of cooperative binding: Ca2+ buffering by calretinin. 
PLoS Biol 5:e311

 36. Friedman JR, Lackner LL, West M, DiBenedetto JR, Nunnari J, 
Voeltz GK (2011) ER tubules mark sites of mitochondrial divi-
sion. Science 334:358–362

 37. Friedman JR, Nunnari J (2014) Mitochondrial form and function. 
Nature 505:335–343

 38. Gandre-Babbe S, van der Bliek AM (2008) The novel tail-
anchored membrane protein Mff controls mitochondrial and per-
oxisomal fission in mammalian cells. Mol Biol Cell 19:2402–2412

 39. Gorbunov NV, McDaniel DP, Zhai M, Liao PJ, Garrison BR, 
Kiang JG (2015) Autophagy and mitochondrial remodelling in 
mouse mesenchymal stromal cells challenged with Staphylococ-
cus epidermidis. J Cell Mol Med 19:1133–1150

 40. Hara T, Takamura A, Kishi C, Iemura S, Natsume T, Guan JL, 
Mizushima N (2008) FIP200, a ULK-interacting protein, is 
required for autophagosome formation in mammalian cells. J Cell 
Biol 181:497–510

 41. Henzi T, Schwaller B (2015) Antagonistic regulation of parval-
bumin expression and mitochondrial calcium handling capacity 
in renal epithelial cells. PLoS One 10:e0142005

 42. Horvath L, Magrez A, Golberg D, Zhi C, Bando Y, Smajda R, 
Horvath E, Forro L, Schwaller B (2011) In vitro investigation 
of the cellular toxicity of boron nitride nanotubes. ACS Nano 
5:3800–3810

 43. Ishihara N, Fujita Y, Oka T, Mihara K (2006) Regulation of mito-
chondrial morphology through proteolytic cleavage of OPA1. 
EMBO J 25:2966–2977

 44. Itakura E, Kishi-Itakura C, Koyama-Honda I, Mizushima N 
(2012) Structures containing Atg9A and the ULK1 complex 
independently target depolarized mitochondria at initial stages of 
Parkin-mediated mitophagy. J Cell Sci 125:1488–1499

 45. Jang DH, Seeger SC, Grady ME, Shofer FS, Eckmann DM 
(2017) Mitochondrial dynamics and respiration within cells with 
increased open pore cytoskeletal meshes. Biol Open 6:1831–1839

 46. Kane LA, Lazarou M, Fogel AI, Li Y, Yamano K, Sarraf SA, 
Banerjee S, Youle RJ (2014) PINK1 phosphorylates ubiqui-
tin to activate Parkin E3 ubiquitin ligase activity. J Cell Biol 
205:143–153

 47. Katayama H, Kogure T, Mizushima N, Yoshimori T, Miyawaki 
A (2011) A sensitive and quantitative technique for detect-
ing autophagic events based on lysosomal delivery. Chem Biol 
18:1042–1052

 48. Kim I, Rodriguez-Enriquez S, Lemasters JJ (2007) Selective deg-
radation of mitochondria by mitophagy. Arch Biochem Biophys 
462:245–253

 49. Klionsky DJ (2011) For the last time, it is GFP-Atg8, not Atg8-
GFP (and the same goes for LC3). Autophagy 7:1093–1094

 50. Kuznetsov AV, Hermann M, Saks V, Hengster P, Margreiter R 
(2009) The cell-type specificity of mitochondrial dynamics. Int J 
Biochem Cell Biol 41:1928–1939

 51. Lazarou M, Narendra DP, Jin SM, Tekle E, Banerjee S, Youle 
RJ (2013) PINK1 drives Parkin self-association and HECT-
like E3 activity upstream of mitochondrial binding. J Cell Biol 
200:163–172

 52. Lazarou M, Sliter DA, Kane LA, Sarraf SA, Wang C, Burman 
JL, Sideris DP, Fogel AI, Youle RJ (2015) The ubiquitin kinase 
PINK1 recruits autophagy receptors to induce mitophagy. Nature 
524:309–314

 53. Lemasters JJ (2005) Selective mitochondrial autophagy, or 
mitophagy, as a targeted defense against oxidative stress, mito-
chondrial dysfunction, and aging. Rejuvenation Res 8:3–5

 54. Leung CW, Hong Y, Tang BZ (2015) Specific imaging and track-
ing of mitochondria in live cells by a photostable AIE luminogen. 
Methods Mol Biol (Clifton, NJ) 1208:21–27

 55. Liu JC, Liu J, Holmstrom KM, Menazza S, Parks RJ, Fergusson 
MM, Yu ZX, Springer DA, Halsey C, Liu C, Murphy E, Finkel T 
(2016) MICU1 serves as a molecular gatekeeper to prevent in vivo 
mitochondrial calcium overload. Cell Rep 16:1561–1573

 56. Liu X, Weaver D, Shirihai O, Hajnoczky G (2009) Mitochon-
drial ‘kiss-and-run’: interplay between mitochondrial motility and 
fusion–fission dynamics. EMBO J 28:3074–3089

 57. Lopez-Domenech G, Covill-Cooke C, Ivankovic D, Halff EF, 
Sheehan DF, Norkett R, Birsa N, Kittler JT (2018) Miro proteins 
coordinate microtubule- and actin-dependent mitochondrial trans-
port and distribution. EMBO J 37:321–336

 58. Maetzler W, Nitsch C, Bendfeldt K, Racay P, Vollenweider F, 
Schwaller B (2004) Ectopic parvalbumin expression in mouse 
forebrain neurons increases excitotoxic injury provoked by ibo-
tenic acid injection into the striatum. Exp Neurol 186:78–88

 59. Maetzler W, Stunitz H, Bendfeldt K, Vollenweider F, Schwaller 
B, Nitsch C (2009) Microcalcification after excitotoxicity is 
enhanced in transgenic mice expressing parvalbumin in all neu-
rones, may commence in neuronal mitochondria and undergoes 
structural modifications over time. Neuropathol Appl Neurobiol 
35:165–177

 60. Maier HJ, Cottam EM, Stevenson-Leggett P, Wilkinson JA, Harte 
CJ, Wileman T, Britton P (2013) Visualizing the autophagy path-
way in avian cells and its application to studying infectious bron-
chitis virus. Autophagy 9:496–509

 61. Mootha VK, Bunkenborg J, Olsen JV, Hjerrild M, Wisniewski JR, 
Stahl E, Bolouri MS, Ray HN, Sihag S, Kamal M, Patterson N, 
Lander ES, Mann M (2003) Integrated analysis of protein com-
position, tissue diversity, and gene regulation in mouse mitochon-
dria. Cell 115:629–640

 62. Morris RL, Hollenbeck PJ (1995) Axonal transport of mitochon-
dria along microtubules and F-actin in living vertebrate neurons. 
J Cell Biol 131:1315–1326

 63. Narendra D, Tanaka A, Suen DF, Youle RJ (2008) Parkin is 
recruited selectively to impaired mitochondria and promotes their 
autophagy. J Cell Biol 183:795–803

 64. Orduz D, Bischop DP, Schwaller B, Schiffmann SN, Gall D (2013) 
Parvalbumin tunes spike-timing and efferent short-term plasticity 
in striatal fast spiking interneurons. J Physiol 591:3215–3232

 65. Otera H, Wang C, Cleland MM, Setoguchi K, Yokota S, Youle 
RJ, Mihara K (2010) Mff is an essential factor for mitochondrial 
recruitment of Drp1 during mitochondrial fission in mammalian 
cells. J Cell Biol 191:1141–1158

 66. Prudent J, Popgeorgiev N, Gadet R, Deygas M, Rimokh R, Gillet 
G (2016) Mitochondrial Ca2+ uptake controls actin cytoskeleton 
dynamics during cell migration. Sci Rep 6:36570

 67. Racay P, Gregory P, Schwaller B (2006) Parvalbumin deficiency 
in fast-twitch muscles leads to increased ‘slow-twitch type’ mito-
chondria, but does not affect the expression of fiber specific pro-
teins. FEBS J 273:96–108

 68. Rizzuto R, De Stefani D, Raffaello A, Mammucari C (2012) Mito-
chondria as sensors and regulators of calcium signalling. Nat Rev 
Mol Cell Biol 13:566–578

 69. Rodriguez-Enriquez S, Kim I, Currin RT, Lemasters JJ (2006) 
Tracker dyes to probe mitochondrial autophagy (mitophagy) in 
rat hepatocytes. Autophagy 2:39–46

 70. Rojo M, Legros F, Chateau D, Lombes A (2002) Membrane topol-
ogy and mitochondrial targeting of mitofusins, ubiquitous mam-
malian homologs of the transmembrane GTPase Fzo. J Cell Sci 
115:1663–1674

 71. Safiulina D, Kaasik A (2013) Energetic and dynamic: how mito-
chondria meet neuronal energy demands. PLoS Biol 11:e1001755

 72. Santel A, Fuller MT (2001) Control of mitochondrial morphology 
by a human mitofusin. J Cell Sci 114:867–874

 73. Schmidt H, Stiefel KM, Racay P, Schwaller B, Eilers J (2003) 
Mutational analysis of dendritic Ca2 + kinetics in rodent 



4666 L. Lichvarova et al.

1 3

Purkinje cells: role of parvalbumin and calbindin D28k. J Physiol 
551:13–32

 74. Schwaller B (2009) The continuing disappearance of “pure” 
Ca2+ buffers. Cell Mol Life Sci 66:275–300

 75. Schwaller B (2010) Cytosolic Ca2+ buffers. Cold Spring Harb 
Perspect Biol 2:a004051

 76. Schwaller B (2012) The regulation of a cell’s Ca(2 +) signaling 
toolkit: the Ca (2+) homeostasome. Adv Exp Med Biol 740:1–25

 77. Schwaller B (2014) Calretinin: from a “simple” Ca(2+) buffer to 
a multifunctional protein implicated in many biological processes. 
Front Neuroanat 8:3

 78. Schwaller B, Dick J, Dhoot G, Carroll S, Vrbova G, Nicotera P, 
Pette D, Wyss A, Bluethmann H, Hunziker W, Celio MR (1999) 
Prolonged contraction-relaxation cycle of fast-twitch muscles in 
parvalbumin knockout mice. Am J Physiol 276:C395–C403

 79. Schwaller B, Meyer M, Schiffmann S (2002) ‘New’ functions for 
‘old’ proteins: the role of the calcium-binding proteins calbindin 
D-28k, calretinin and parvalbumin, in cerebellar physiology. Stud-
ies with knockout mice. Cerebellum 1:241–258

 80. Smirnova E, Griparic L, Shurland DL, van der Bliek AM (2001) 
Dynamin-related protein Drp1 is required for mitochondrial divi-
sion in mammalian cells. Mol Biol Cell 12:2245–2256

 81. Stojanovski D, Koutsopoulos OS, Okamoto K, Ryan MT (2004) 
Levels of human Fis1 at the mitochondrial outer membrane regu-
late mitochondrial morphology. J Cell Sci 117:1201–1210

 82. Sun N, Yun J, Liu J, Malide D, Liu C, Rovira KM II, Holmstrom 
MM, Fergusson YH, Yoo CA Combs, Finkel T (2015) Measuring 
in vivo mitophagy. Mol Cell 60:685–696

 83. Szabolcsi V, Celio MR (2015) De novo expression of parvalbumin 
in ependymal cells in response to brain injury promotes ependy-
mal remodeling and wound repair. Glia 63:567–594

 84. Taguchi N, Ishihara N, Jofuku A, Oka T, Mihara K (2007) Mitotic 
phosphorylation of dynamin-related GTPase Drp1 participates in 
mitochondrial fission. J Biol Chem 282:11521–11529

 85. Tinevez JY, Perry N, Schindelin J, Hoopes GM, Reynolds GD, 
Laplantine E, Bednarek SY, Shorte SL, Eliceiri KW (2017) Track-
Mate: an open and extensible platform for single-particle tracking. 
Methods (San Diego, California) 115:80–90

 86. Tsai FC, Meyer T (2012) Ca2+ pulses control local cycles of 
lamellipodia retraction and adhesion along the front of migrating 
cells. Curr Biol 22:837–842

 87. Tsai FC, Seki A, Yang HW, Hayer A, Carrasco S, Malmersjo S, 
Meyer T (2014) A polarized Ca2+ , diacylglycerol and STIM1 
signalling system regulates directed cell migration. Nat Cell Biol 
16:133–144

 88. Vaarmann A, Mandel M, Zeb A, Wareski P, Liiv J, Kuum M, 
Antsov E, Liiv M, Cagalinec M, Choubey V, Kaasik A (2016) 
Mitochondrial biogenesis is required for axonal growth. Develop-
ment (Cambridge, England) 143:1981–1992

 89. Van Den Bosch L, Schwaller B, Vleminckx V, Meijers B, Stork 
S, Ruehlicke T, Van Houtte E, Klaassen H, Celio MR, Missi-
aen L, Robberecht W, Berchtold MW (2002) Protective effect 
of parvalbumin on excitotoxic motor neuron death. Exp Neurol 
174:150–161

 90. Wareski P, Vaarmann A, Choubey V, Safiulina D, Liiv J, Kuum 
M, Kaasik A (2009) PGC-1{alpha} and PGC-1{beta} regulate 
mitochondrial density in neurons. J Biol Chem 284:21379–21385

 91. Wei C, Wang X, Chen M, Ouyang K, Song LS, Cheng H (2009) 
Calcium flickers steer cell migration. Nature 457:901–905

 92. Wells RC, Picton LK, Williams SC, Tan FJ, Hill RB (2007) Direct 
binding of the dynamin-like GTPase, Dnm1, to mitochondrial 
dynamics protein Fis1 is negatively regulated by the Fis1 N-ter-
minal arm. J Biol Chem 282:33769–33775


	Parvalbumin alters mitochondrial dynamics and affects cell morphology
	Abstract
	Introduction
	Results
	PV decreases the cell surface area and attachment to the culture dishes
	Parvalbumin decreases the whole-cell volume, as well as volumes of the cytoplasm, mitochondria and nuclei: phenotype reversal in shPVPV-MDCK cells
	PV decreases the cell motility due to reduced cell protrusions: lamellipodia, filopodia, microvilli
	PV-overexpression decreases length, surface area and density of mitochondria
	Parvalbumin decreases mitochondrial velocity and alters mitochondrial dynamics resulting from reduced fusion events
	Parvalbumin affects cell size and organization of mitochondria, but not the cytoskeleton organization
	Effects on mitochondrial volume and mitochondrial fusion are PV-specific
	Parvalbumin reduces mitochondrial mass by increased mitophagy

	Discussion
	Materials and methods
	Cell culture
	Confocal microscopy: 3D measurement
	3D reconstruction and morphometric analysis
	Live cell imaging, cell tracking and estimation of circularity coefficient
	Tomography
	Fluorescence staining and immunocytochemistry
	Transfection
	Morphometric analysis of mitochondrial length
	Transmission electron microscopy (TEM)
	Mitochondrial fusion–fission
	Mitophagy assay
	Western blot analyses and estimation of intracellular PV concentrations
	Statistical data analysis

	Acknowledgments 
	References




