
Chapter 19

Notes

William Gardiner Pritchard (1942–1994) was an experimental fluid
dynamicist who worked closely with theoretical and computational math-
ematicians to explore the domains of validity of fluid models.

The following notes are intended to complement the discussion in the indicated chapters.

Chapter 2
We are indebted to the noted photographer Ron Scott for the suggestion of the grain of sand

in an oyster to explain epidiorthotric effects. Regarding epidiorthotric forces in psychosocial
contexts, we have in mind something like a sense of insecurity that often drives highly talented
people. Groucho Marx expressed this via the conundrum that he would never join a club that
would stoop so low as to have him as a member. A prolific inventor, Larkin Burneal Scott
(1917–1991), expressed it in a jest as follows: “I don’t have an inferiority complex; I am
inferior.”

Chapter 3
The origin of the octet rule is the periodic table, initiated in 1869 by Dmitri Ivanovitch

Mendeleev. It is useful to reflect on the history of the development of the understanding of dif-
ferent types of electrostatic forces and structural features of proteins. In Table 19.1, we present
these together with approximate dates of emergence and representative citations. Dates should
be considered only approximate and not a definitive statement about priority. Similarly, the
references presented are intended only to give a sense of some central contributions.

Force/structure name emergence date(s) selected references
van der Waals 1873 [499]
Keesom dipole 1915 [322]
covalent bond 1916–19 [294, 310]

Debye induction 1920 [322]
hydrogen bond 1920–33–44 [297]

London dispersion 1930 [322]
alpha/beta structure 1951 [384]
hydrophobic force 1954–present [118]

cation-π interaction 1996 [123]
dehydron 2003 [161, 172, 174]

Table 19.1 A brief history of the development of understanding of the principal bonds that are significant
for protein structure and interaction.
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