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Correction

Correction to: Deep Learning for Drug Design: an Artificial Intelligence
Paradigm for Drug Discovery in the Big Data Era

Yankang Jing,"** Yuemin Bian,"** Ziheng Hu,"*” Lirong Wang,"** and Xiang-Qun Xie

published online 25 June 2018

Correction to: AAPS J.
https://doi.org/10.1208/s12248-018-0210-0

The name of the corresponding author should be “Xiang-Qun
Xie’, rather than ‘Xiang-Qun Sean Xie’.

The online version of the original article can be found at https://
doi.org/10.1208/s12248-018-0210-0
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