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Activation of MC1R with BMS-470539
attenuates neuroinflammation via cAMP/
PKA/Nurr1 pathway after neonatal hypoxic-
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Abstract

Background: Microglia-mediated neuroinflammation plays a crucial role in the pathogenesis of hypoxic-ischemic
(HI)-induced brain injury. Activation of melanocortin-1 receptor (MC1R) has been shown to exert anti-inflammatory
and neuroprotective effects in several neurological diseases. In the present study, we have explored the role of
MC1R activation on neuroinflammation and the potential underlying mechanisms after neonatal hypoxic-ischemic
brain injury in rats.

Methods: A total of 169 post-natal day 10 unsexed rat pups were used. HI was induced by right common carotid
artery ligation followed by 2.5 h of hypoxia. BMS-470539, a specific selective MC1R agonist, was administered
intranasally at 1 h after HI induction. To elucidate the potential underlying mechanism, MC1R CRISPR KO plasmid or
Nurr1 CRISPR KO plasmid was administered via intracerebroventricular injection at 48 h before HI induction. Percent
brain infarct area, short- and long-term neurobehavioral tests, Nissl staining, immunofluorescence staining, and
Western blot were conducted.

Results: The expression levels of MC1R and Nurr1 increased over time post-HI. MC1R and Nurr1 were expressed on
microglia at 48 h post-HI. Activation of MC1R with BMS-470539 significantly reduced the percent infarct area, brain
atrophy, and inflammation, and improved short- and long-term neurological deficits at 48 h and 28 days post-HI.
MC1R activation increased the expression of CD206 (a microglial M2 marker) and reduced the expression of MPO.
Moreover, activation of MC1R with BMS-470539 significantly increased the expression levels of MC1R, cAMP, p-PKA,
and Nurr1, while downregulating the expression of pro-inflammatory cytokines (TNFα, IL-6, and IL-1β) at 48 h post-
HI. However, knockout of MC1R or Nurr1 by specific CRISPR reversed the neuroprotective effects of MC1R activation
post-HI.
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Conclusions: Our study demonstrated that activation of MC1R with BMS-470539 attenuated neuroinflammation,
and improved neurological deficits after neonatal hypoxic-ischemic brain injury in rats. Such anti-inflammatory and
neuroprotective effects were mediated, at least in part, via the cAMP/PKA/Nurr1 signaling pathway. Therefore, MC1R
activation might be a promising therapeutic target for infants with hypoxic-ischemic encephalopathy (HIE).

Keywords: Melanocortin-1 receptor, BMS-470539, Nurr1, Neuroinflammation, Microglial polarization, Neonatal
hypoxia-ischemia

Background
Hypoxic-ischemic encephalopathy (HIE) is one of the
most common causes of perinatal brain injury and mor-
tality in infants, which causes by the lack of oxygen and
blood supply to the brain [1]. HIE has tremendous detri-
mental effects on the developing brain and leads to life-
long neurological sequelae [2–4]. Several factors related
to neonatal ischemic brain injury have been proposed,
such as oxidative stress, inflammation, and apoptosis [5–
8]. HIE still accounts for 23% of all neonatal deaths
worldwide [4]. Thus far, there is not a well-established
clinical treatment that can reduce brain damage and its
long-term sequelae following perinatal HIE [9–11].
Therefore, studies regarding the pathogenesis of HIE are
necessary to better understand brain injury mechanisms,
and explore new therapeutic interventions that will help
improve life-long neurological sequelae.

Mounting evidence has demonstrated that inflamma-
tion is a critical mechanism of hypoxic-ischemic (HI)-in-
duced brain injury [8, 12–16]. Microglia are key innate
immune cells of the central nervous system [12, 17], and
when activated by HI, they initiate a cascade of inflam-
matory reactions that lead to neuronal damage [15]. Fur-
thermore, overactivation of inflammatory responses
would contribute to HI-induced secondary brain injury,
causing permanent neurological function deficits [8, 12].
Microglia, when activated, develop into classically acti-
vated (M1-like, pro-inflammatory) or alternatively acti-
vated (M2-like, anti-inflammatory) phenotypes, a
process termed polarization [13, 18, 19]. Emerging evi-
dence has reported that pro-inflammatory cytokines,
such as IL-1β, IL-6, and TNFα, increased post-HI [20,
21]. Methods for promoting the conversion of microglia
phenotype from pro-inflammatory M1 into anti-
inflammatory M2 form might be beneficial for HI brain
injury. Moreover, previous studies have shown that inhi-
biting neuroinflammation has a neuroprotective effect in
HI brain injury [5, 8, 16].

The melanocortin-1 receptor (MC1R) is one of five G
protein-coupled receptors that belong to the melanocor-
tin receptor subtype family (termed MC1R to MC5R),
which reportedly plays a critical role in UV resistance
and anti-inflammatory signaling [22–24]. It has been
demonstrated that MC1R was expressed on neurons,

astrocytes, and microglia in the brain [25, 26]. Recent
studies have shown that activation of MC1R attenuated
brain injury by inhibiting neuroinflammation in a mice
model of intracerebral hemorrhage (ICH) [26]. Activa-
tion of MC1R has also been demonstrated to exert anti-
inflammatory and neuroprotective effects in both acute
and chronic inflammatory disease models, such as aller-
gic rhinitis, experimental colitis, multiple sclerosis, and
experimental autoimmune encephalomyelitis [27–29].
The α-melanocyte-stimulating hormone (α-MSH) is an
endogenous nonselective agonist ligand of MC1R,
MC3R, MC4R, and MC5R [22, 30]. BMS-470539, a
novel potent and specific selective agonist of MC1R, has
been shown to exert anti-inflammatory effects in lung
inflammation and subarachnoid hemorrhage (SAH) [25,
31]. Emerging evidence has reported that activation of
MC1R with BMS-470539 inhibited leukocytic infiltration
and migration [32–34]. However, the effects of MC1R
activation in neonatal HI have never been explored
before.
Nurr1 (NR4A2), an orphan nuclear receptor, has been

shown to provide significant neuroprotection via inhib-
ition of pro-inflammatory cytokines in Parkinson’s dis-
ease, ICH, and acute cerebral ischemic/reperfusion [35–
37]. Nurr1 expression reportedly could be upregulated
by the PKA signaling pathway [38–41]. The increased
intracellular cAMP levels enhanced the activation of
PKA [42–44]. Moreover, activation of MC1R led to the
activation of adenylyl cyclase (AC) and stimulated cAMP
production [22, 24]. Hence, it is likely that Nurr1 may
be a critical downstream molecule that contributes to
the MC1R-mediated anti-inflammatory effects. However,
to date, the role of Nurr1 in neonatal HIE-induced neu-
roinflammation remains unestablished.
Based on the aforementioned evidence, we hypothe-

sized that the activation of MC1R by BMS-470539 could
attenuate neuroinflammation and improve neurological
functions, in part via the cAMP/PKA/Nurr1 signaling
pathway in a rat neonatal HI model.

Material and methods
Animals
All procedures and protocols for this study were ap-
proved by the Institutional Animal Care and Use
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Committee (IUCAC) of Loma Linda University. All ani-
mals were cared for, and all studies were conducted in
accordance with the US Public Health Service Policy on
Humane Care and Use of Laboratory Animals. All ex-
periments carried out on animals comply with the AR-
RIVE guidelines and were in accordance with the
National Institutes of Health (NIH) Guide for the Care
and Use of Laboratory Animals. Sprague Dawley rat
mothers, with litters of 10–12 pups (P5-6, unsexed
pups), were purchased from Harlan Labs (Livermore,
CA). These pups were housed with their mothers in a
humidity- and temperature-controlled environment with
a regular 12 h light and dark cycle (lights on 6 a.m.–6
p.m.), and were raised with arbitrary access to breast
milk, food, and water. The rat pups were retained for ex-
periments until they reached post-natal day 10 (P10),
which allowed them enough time to adjust. A total of
169 P10 unsexed rat pups (weighing 14~20 g) were used
for this study. Among the 169 rat pups, 5 were excluded
from the study due to death during or after hypoxia.
The mortality rate was 3% (5/169). To decrease experi-
mental bias and achieve unbiased results, all animals
were randomly assigned to groups generated by excel.
All investigators conducting the neurological tests and
molecular experiments were blinded. Appropriate con-
trol groups were included for each intervention group.

Neonatal hypoxia-ischemia brain injury rat model
The HI model was created based on the well-established
Rice-Vannucci model as previously described [45].
Briefly, neonatal unsexed Sprague Dawley rat pups (P10)
were placed in a temperature-controlled chamber for in-
duction of general anesthesia. The pups were exposed to
3% isoflurane in air and were maintained at 2.5% isoflur-
ane for anesthesia during surgery. After induction of
anesthesia, the neck was prepared and draped following
standard sterile techniques. Following this, a small mid-
line neck incision on the right anterior neck was made
with a No. 11 blade surgical knife (approximately 3–5
mm in length). Using gentle blunt dissection, the right
common carotid artery was isolated and gently separated
from the surrounding structures. The carotid artery was
double ligated with a 5.0 surgical silk, and the carotid ar-
tery was severed between the ligations. The skin was
closed with sutures. All bleeding was controlled with
gentle pressure, as needed. The surgery was performed
aseptically and the total time taken per surgery was 5–9
min. After the surgical procedure was completed, the
pups were allowed to recover from anesthesia on a 37 °C
blanket for 1 h. Thereafter, the pups were placed in a
500 ml airtight jar partially submerged in a 37 °C water
bath to maintain a constant thermal environment. A gas
mixture of 8% oxygen and 92% nitrogen was delivered
into the jars through inlet and outlet portals. The pups

were exposed to this gas mixture for 150min. The flow
rate of the gas was 4.0 l/min for the first 75 min and 3.5
l/min for the final 75 min. Afterward, the pups were
returned to their mothers and monitored daily. The
temperature was controlled with a heating blanket and
incubator throughout the surgical and postoperative
period. For sham animals, the right common carotid ar-
tery was exposed without ligation, and the animals were
not exposed to hypoxic conditions.

Experimental design
The experiment was designed as follows.

Experiment 1
To evaluate the time course expression of α-MSH,
MC1R, and Nurr1 in the sham group and each group
post-HI, the rat pups were randomly divided into 7
groups (n = 4/group): sham, 6 h HI, 12 h HI, 24 h HI,
48 h HI, 72 h HI, and 7 days HI. The expression of
MC3R and MC4R in the sham and HI-48 h groups (n =
4/group) were analyzed by Western blot. Brain samples
of the right (ipsilateral) hemisphere were collected for
Western blot analysis. Moreover, to determine α-MSH
expression on different cell types, an additional 4 rat
pups (n = 2/group) in the sham and HI-24 h groups
were used for immunofluorescence staining of α-MSH
with NeuN (a marker for neurons), Iba-1(a marker for
microglia), and GFAP (a marker for astrocytes). To as-
sess the expression of α-MSH in the sham, HI-24 h
contralateral hemisphere, and HI-24 h ipsilateral hemi-
sphere, the rat pups were randomly divided into 2
groups (n = 4/group): sham and HI-24 h. Brain samples
of the ipsilateral hemisphere and contralateral hemi-
sphere were collected for Western blot analysis.

Experiment 2
Experiment 2 aims to evaluate the neuroprotective ef-
fects of MC1R activation with BMS-470539 on short-
term outcomes at 48 h post-HI. Based on the dose re-
sponse effect of BMS-470539 in previous studies [25,
33], three different doses of BMS-470539 (50 μg/kg,
160 μg/kg, 500 μg/kg) (sc-362716A, Santa Cruz, USA)
were chosen and tested. The rat pups were randomly di-
vided into 5 groups (n = 6/group): sham, HI + vehicle
(10 μl sterile saline), HI + BMS-470539 (50 μg/kg, 10 μl),
HI + BMS-470539 (160 μg/kg, 10 μl), and HI + BMS-
470539 (500 μg/kg, 10 μl). BMS-470539 or vehicle (ster-
ile saline) was administered intranasally at 1 h post-HI.
Infarct area, short-term neurobehavioral tests: negative
geotaxis, and body weight were evaluated at 48 h post-
HI.
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Experiment 3
The colocalization of MC1R and Nurr1 on microglia
was characterized at 48 h post-HI. The rat pups were
randomly divided into 3 groups (n = 2/group): sham, HI
+ vehicle (sterile saline), and HI + BMS-470539 (optimal
dose). The optimal dose of BMS-470539 was selected
based on the short-term outcomes study, which was also
used for the following long-term outcome and mechan-
ism studies.

Experiment 4
To evaluate the neuroprotective effects of MC1R activa-
tion with BMS-470539 on long-term outcomes at 28
days post-HI, the rat pups were randomly divided into 3
groups (n = 8/group): sham, HI + vehicle (sterile saline),
and HI + BMS-470539 (optimal dose). BMS-470539 (op-
timal dose) or vehicle (sterile saline) was administered
intranasally at 1 h post-HI. Long-term neurobehavioral
test: foot-fault, rotarod, and Morris water maze were
conducted at 28 days post-HI, and then, the rats were
sacrificed for Nissl staining to measure brain tissue loss.

Experiment 5
To explore the underlying mechanisms of MC1R
activation-mediated neuroprotective effects, rat pups
were randomly divided into 6 groups (n = 6/group):
sham, HI + vehicle (sterile saline), HI + BMS-470539
(optimal dose), HI + BMS-470539 (optimal dose) +
MC1R KO CRISPR, HI + BMS-470539 (optimal dose) +
Nurr1 KO CRISPR, and HI + BMS-470539 (optimal
dose) + control CRISPR. BMS-470539 (optimal dose) or
vehicle (sterile saline) was injected intranasally 1 h post-
HI, while MC1R CRISPR, Nurr1 CRISPR, and control
CRISPR were administered via intracerebroventricular
injection at 48 h before HI. Infarct area, short-term neu-
robehavioral tests, body weight, immunofluorescence
staining, and Western blot were measured at 48 h post-
HI.

Drug administration
Intranasal drug administration was performed at 1 h
post-HI as previously described [25, 46]. The animals
were placed in a supine position under 2% isoflurane
anesthesia. A total of 10 μl of BMS-470539 (50 μg/kg,
160 μg/kg, and 500 μg/kg, sc-362716A, Santa Cruz) or
vehicle (sterile saline) were administered intranasally at
1 h post-HI within 10min. Next, 2 μl of BMS-470539 or
vehicle (sterile saline) per drop was given every 2 min in
alternating nares. The rat pups were then kept on their
backs for an additional 5 min to allow for drug absorp-
tion prior to being returned to their cage.

Intracerebroventricular injection
The rat pups were anesthetized with isoflurane, and then
placed in a prone position and fixed in a stereotactic
frame. A burr hole was made in the skull, and the needle
of 10 μl Hamilton syringe (Hamilton Company, USA)
was inserted through it into the right lateral ventricle.
For the mechanism experiment, we used an engineered
form of CRISPR-associated (Cas9) protein system.
Briefly, the CRISPR protein Cas9 is directed to genomic
target sites by specific guide RNAs, where it functions as
an endonuclease, and further inactivates or activates spe-
cific target genes [47]. The specific MC1R or Nurr1
CRISPR KO plasmid only targets MC1R or Nurr1 gene.
In this system, MC1R or Nurr1 CRISPR was used to
knock out MC1R and Nurr1 gene expression in the rat
brain. As previously described, CRISPR KO plasmids did
not induce inflammation [48, 49]. Forty-eight hours be-
fore HI induction, MC1R CRISPR KO plasmid (Santa
Cruz Biotechnology, USA), Nurr1 CRISPR KO plasmid
(Santa Cruz Biotechnology, USA), or control CRISPR
plasmid (Santa Cruz Biotechnology, USA) was adminis-
tered via intracerebroventricular injection at 1.5 mm
posteriors, 1.5 mm lateral to the bregma, and 1.7 mm
deep into the ipsilateral hemisphere. A total of 2 μl of
CRISPR was slowly administered in each pup intracereb-
roventricularly at a rate of 0.3 μl/min. The needle was
then left in place for an additional 10 min to prevent
leakage, and then withdrawn slowly over 5 min. The
burr hole was then sealed with bone wax immediately
after removing the needle. Then, the incision of the skin
was sutured. When the rat pups were awakened from
anesthesia, they would be returned to their cages.

Infarct area measurements
As previously described, 2,3,5-triphenyltetrazolium
chloride monohydrate (TTC) (Sigma-Aldrich, USA)
staining was used to evaluate the infarct area [6, 46].
TTC staining is a standard and reliable method used to
show the infarct area in models of ischemic stroke [46,
50, 51]. Briefly, the rat pups were anesthetized with iso-
flurane and then perfused transcardially with 25 ml 4 °C
phosphate-buffered saline (PBS) at 48 h post-HI. The
brains were removed and sectioned into 2 mm brain
slices. A total of 5 coronal brain slices were prepared.
Then, the slices were immersed in 2% TTC solution for
5 min at room temperature. The slices were washed with
PBS and stored in 10% formaldehyde solution overnight.
The brain slices were digitally photographed. Non-
infarcted area of ipsilateral hemispheres and the total
area of contralateral hemispheres were traced and ana-
lyzed using ImageJ software (NIH, USA). The percent of
infarct area for each slice was calculated using the fol-
lowing formula: [(total area of contralateral hemisphere)
− (area of non-infarcted area of ipsilateral hemisphere)]/
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(total area of contralateral hemisphere × 2) × 100% [5, 6,
46]. The area was calculated for each slice, and the aver-
age area of each slice was taken to represent the per-
centage of infarcted area for that rat.

Neurological evaluation
Neurobehavioral tests were conducted by two blinded
investigators in an unbiased setup at either 48 h or 28
days post-HI, as previously reported [5, 6]. Negative geo-
taxis tests were conducted at 48 h post-HI for evaluating
short-term neurological function. Foot-fault, rotarod,
and Morris water maze were conducted at 28 days post-
HI to evaluate long-term neurological function.

Short-term neurological evaluation
To evaluate short-term neurological function, negative
geotaxis test was conducted as previously described at
48 h post-HI [6]. In negative geotaxis, rat pups were
placed head downward on an inclined board (45°), and
the time it took for the rat pups to turn their bodies
around and face upward of the board was recorded. The
maximum testing time was 60 s [46].

Long-term neurological evaluation
To evaluate long-term neurological function, foot-fault,
rotarod, and Morris water maze tests were conducted at
28 days post-HI, as previously described [6, 46].

Foot-fault test
The rat pups were placed on a horizontal grid floor
(square size 20 cm × 40 cm with a mesh size of 4 cm2),
which was elevated 1 m above the floor for 1 min. The
trial was recorded for post-test analysis. Foot-fault was
defined when the pup could not place a forelimb or
hindlimb accurately and the paw fell between the grid
bars. The number of foot-faults for each rat was re-
corded by a video device and analyzed by an investigator
blinded to the experimental groups.

Rotarod test
This test was used to assess motor impairment by using
an accelerating rotarod (Columbus Instruments Rota-
mex, USA). The rat pups were placed on an accelerating
rotarod, and the time it took for them to fall was re-
corded. The rotation speed started from 5 or 10 rpm
separately with an acceleration of 2 rpm/5 s. The max-
imum testing time was 60 s, and the time taken more
than 60 s was recorded as 60 s.

Morris water maze test
This test was used to evaluate the animal ability of learn-
ing and memory. Each rat performed 5 trials per day for
6 days. Between successive trials, there was a 10-min
interval. All trials lasted no more than 60 s. Briefly, the

rats were trained using a visible platform (diameter 10
cm, cued test, block 1) in a pool of water on day 1. If the
rats had not discovered the platform in 60 s, they were
manually guided to the platform. On days 2–5, the la-
tency to find a platform submerged 1 cm below the
water was measured (memory test, blocks 2–5). On day
6, the platform was removed, and the time spent in the
platform quadrant was tested (probe trial, 1 min trial,
block 6). A video recording system traced all of the ani-
mals’ activities. The animals’ swimming path was mea-
sured for the quantification of distance, latency, and
swimming speed by the video tracking system SMART-
2000 (San Diego Instruments Inc, USA).

Western blotting analysis
Western blot was conducted as previously described [6,
46]. Brain tissues were used for Western blot analysis
after first being stained with TTC and imaged. Previous
studies demonstrated that TTC-stained brain tissues
could be used for quantitative gene and protein expres-
sion analyses using real-time polymerase chain reaction
(RT-PCR) and Western blot in models of ischemic
stroke including in the HI rat model without altering the
expression of proteins [52–54]. After TTC staining,
slices were imaged and recorded at 48 h post-HI, and
the brain slices were instantly divided into the ipsilateral
and contralateral cerebrums, snap frozen in liquid nitro-
gen, and then stored in a − 80 °C freezer for Western
blot. As previously reported, the ipsilateral hemisphere
was used to measure the protein expression by Western
blot in a rat model of HI brain injury [5–7, 46, 52]. To
obtain whole-cell lysates, the right/ipsilateral hemisphere
tissue was homogenized in RIPA lysis buffer (Santa Cruz
Biotechnology, USA), and then centrifuged at 14,000g at
4 °C for 20 min. Then, the supernatant was collected,
and protein concentration was determined using a deter-
gent compatibility assay (Bio-Rad, Dc protein assay).
After each sample of protein concentration was calcu-
lated using the spectrophotometer (ThermoFisher Scien-
tific, USA), 40 μg of protein from each sample was
loaded into 8–12% SDS-PAGE gel, and then electropho-
resed. Then, the protein was transferred onto nitrocellu-
lose membranes (0.45 μm), which was blocked with 5%
non-fat blocking grade milk (Bio-Rad, USA) for 1 h at
room temperature. The membranes were incubated with
the respective primary antibody overnight at 4 °C [5, 6,
46]. The following primary antibodies were used: MC1R
(1:500, PA5-75342, ThermoFisher, USA), MC3R (1:1000,
PA5-88171, ThermoFisher, USA), anti-MC4R (1:500,
ab24233, Abcam, USA), α-MSH (1:1000, orb229289,
biorbyt, USA), anti-Nurr1 (1:500, ab41917, Abcam,
USA), anti-cAMP (1:1000, ab76238, Abcam, USA), p-
PKA (1:1000, #4781S, Cell Signaling, USA), PKA (1:
1000, #4782S, Cell Signaling, USA), anti-IL-1β (1:500,
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ab9722, Abcam, USA), anti-IL-6 (1:1000, ab9324,
Abcam, USA), anti-TNFα (1:1000, ab6671, Abcam,
USA), and anti-β-actin (1: 3000, sc-47778, Santa Cruz,
USA). The following day, the membranes were incu-
bated with secondary antibodies (1:2000, sc-2357, Santa
Cruz, USA) for 2 h at room temperature. Immunoblots
were then visualized with ECL Plus chemiluminescence
reagent kit (Amersham Bioscience, Arlington Heights,
IL), and then analyzed using ImageJ (NIH, USA). The
results were displayed as relative density (grayscale value
of the target proteins/β-actin or total proteins).

Immunofluorescence staining
The rat pups were anesthetized at 24 h or 48 h post-HI,
and then perfused transcardially with ice-cold PBS and
10% formalin. The brains were removed and fixed with
10% formalin overnight. Then, the brains were immersed
in a 20% sucrose solution for 2 days, then transferred
into 30% sucrose solution for 2 days. Finally, the brains
were embedded into OCT compound (Scigen Scientific,
USA) and frozen at − 80 °C. The frozen brains were cut
into 10 μm-thick coronal sections at − 20 °C with a cryo-
stat (CM3050S-3, Leica Microsystems, USA). The sec-
tioned tissue was then fixed on glass slides and used for
immunofluorescence staining which was performed as
described previously [5, 6]. The brain slices were washed
with PBS three times for 5–10 min, then incubated in
0.3% Triton X-100 for 15 min at room temperature.
Then, the brain slices were washed with PBS three times
for 5 min each, and blocked with 5% donkey serum at
room temperature for an hour. The sections were incu-
bated at 4 °C overnight with the following primary anti-
bodies: MC1R (1:50, PA5-75342, ThermoFisher, USA),
anti-α-MSH (1:50, ab123811, Abcam, USA), anti-Nurr1
(1:50, ab41917, Abcam, USA), anti-IL-1β (1:100, ab9722,
Abcam, USA), anti-Myeloperoxidase (MPO) (1:100,
ab65871, Abcam, USA), anti-Mannose Receptor
(CD206) (1:100, ab64693, Abcam, USA), anti-CD11b/c
(1:100, ab1211, Abcam, USA), anti-Iba1 (1:100, ab5076,
Abcam, USA), anti-GFAP (1:100, ab53554, Abcam,
USA), and anti-NeuN (1:100, ab104224, Abcam, USA).
After washing with PBS, secondary antibodies were ap-
plied at a dilution of 1:200 for 2 h at room temperature.
Slides were washed with PBS three times for 10 min. Fi-
nally, sections were covered with DAPI (Vector Labora-
tories Inc, USA), and slides were visualized with a
fluorescence microscope Leica DMi8 (Leica Microsys-
tems, Germany) and analyzed by Leica Application
Suite software. To evaluate the numbers of α-MSH+,
CD206+ CD11 b/c+, MPO+, and IL-1β+ cells, one field
from each of the three different sections per brain
was averaged and expressed as positive cells per
square millimeter.

Nissl staining and brain tissue loss
Nissl staining was conducted according to a previous re-
port [6]. Briefly, the rats were treated as described above
for immunofluorescence staining. The frozen brains
were cut into 20 μm-thick coronal sections at − 20 °C
with a cryostat (CM3050S-3, Leica Microsystems, USA).
The sections were dehydrated in 95% and 70% ethanol
for 1 min each, rinsed in tap water, and then distilled
water for 30 s. Next, the sections were stained with 0.5%
Cresyl Violet (Sigma-Aldrich, USA) for 3 min, and then
washed in distilled water for 10 s and 30 s. The sections
were then dehydrated in 100% ethanol and xylene two
times for 1.5 min each, and covered with DPX (Sigma-
Aldrich, USA). The sections were imaged using a micro-
scope (Olympus-BX51) equipped with MagnaFire SP
2.1B software (Olympus). Each of the three sections per
brain was averaged and then measured with ImageJ. The
percentage of brain tissue loss = (contralateral hemi-
sphere − ipsilateral hemisphere)/contralateral hemi-
sphere × 100% [46].

Statistical analysis
All data were presented as the mean and standard devi-
ation (mean ± SD). Statistical analysis was performed
using GraphPad Prism 7 (Graph Pad Software, San
Diego, USA). The appropriate parametric test was used
(one-way ANOVA or Student’s t test) followed by
Tukey’s post hoc test or Student-Newman-Keuls test if
necessary. The data of long-term neurological functions
were analyzed using two-way ANOVA, A p value < 0.05
was considered statistically significant.

Results
Expression levels of endogenous α-MSH, MC1R, and
Nurr1 were increased post-HI
The endogenous expression levels of α-MSH, MC1R,
and Nurr1, in the ipsilateral hemispheric brain, were
measured at 6 h, 12 h, 24 h, 48 h, 72 h, and 7 days post-
HI. Figure 1a shows representative Western blot bands
of the endogenous expression levels of α-MSH, MC1R,
and Nurr1. The expression levels of α-MSH started to
significantly increase from 12 h, and peaking at 24 h
post-HI compared to the sham group (p < 0.05, Fig. 1a,
b). The expression level of α-MSH significantly increased
in the ipsilateral hemisphere compared to the sham
group and the contralateral hemisphere at 24 h post-HI
(p < 0.05, Additional file 1: Figure S1). However, there is
no significant difference between the sham group and
the contralateral hemisphere at 24 h post-HI (p > 0.05,
Additional file 1: Figure S1). MC1R and Nurr1 expres-
sion levels increased over time, and reached the highest
point at 48 h, and then returned to base levels by 7 days
post-HI (p < 0.05, Fig. 1a, c, d). MC3R and MC4R ex-
pression levels significantly increased at 48 h post-HI
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Fig. 1 Expression levels of α-MSH, MC1R, and Nurr1 post-HI. a Representative pictures of Western blot data. b Western blot data showed that the
expression levels of α-MSH significantly increased at 12 h post-HI, and peaked at 24 h. c, d The endogenous expression levels of MC1R and Nurr1
increased over time and peaked at 48 h post-HI. Data were represented as mean ± SD. Statistical differences between groups were analyzed
using one-way ANOVA, followed by Tukey’s post hoc test (*p < 0.05 versus sham, #p < 0.05 versus 6 h HI, @p < 0.05 versus 24 h HI, &p < 0.05
versus 48 h HI; n = 4 per group). e Representative microphotographs of double immunofluorescence of α-MSH (green) with microglia (Iba-1, red),
astrocyte (GFAP, red), and neuron (NeuN, red) in the peri-infarcted area at 24 h post-HI. DAPI was stained blue. Merged images showed that α-
MSH was colocalized with microglia, astrocytes, and neurons. n = 2 per group. Scale bar = 100 μm
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compared to the sham group (p < 0.05, Additional file 1:
Figure S2).
Double immunofluorescence staining of α-MSH with

Iba-1, GFAP, and NeuN was performed in the sham
group and 24 h vehicle group post-HI (Fig. 1e). The re-
sults showed that α-MSH was expressed on microglia,
astrocytes, and neurons. Moreover, α-MSH tended to in-
crease in microglia, neurons, and astrocytes after HI.
And the expression of α-MSH on neurons was higher
compared to microglia and astrocytes (p < 0.05, Fig. 1e,
Additional file 1: Figure S3).

Activation of MC1R with BMS-470539 reduced infarct
area, also improved body weight and short-term
neurological function at 48 h post-HI
To determine the optimal dose of BMS-470539 needed
to reduce the brain infarct area, three doses were used:
low (50 μg/kg), medium (160 μg/kg), and high (500 μg/
kg). TTC staining results showed that the medium
(160 μg/kg) and high (500 μg/kg) doses of BMS-470539
treatment significantly reduced infarct area at 48 h post-
HI when compared with the vehicle group (p < 0.05, Fig.
2a, b). No significant difference in the infarcted area was
found in the low dose of BMS-470539 (50 μg/kg) group
when compared with the vehicle group (p > 0.05, Fig. 2a,
b). The rat pups in the vehicle group showed to lost sig-
nificant body weight compared with the sham, medium
(160 μg/kg), and high (500 μg/kg) doses of BMS-470539
treatment groups at 48 h post-HI (p < 0.05, Fig. 2c).
However, no significant difference in body weight loss
was observed between medium (160 μg/kg) and high
(500 μg/kg) doses of BMS-470539 groups (p > 0.05, Fig.
2c). Short-term neurological function was evaluated
using geotaxis test. Geotaxis test was performed on the
rat pups, and the test results showed that pups per-
formed significantly worse at 48 h post-HI compared to
the sham group (p < 0.05, Fig. 2d). Both medium and
high doses of BMS-470539 significantly improved short-
term neurological function compared to the vehicle
group and the low-dose BMS-470539 group (p < 0.05,
Fig. 2d). However, there is no significant difference be-
tween these groups (p < 0.05, Fig. 2d). Based on the
above results and principle of priority, we chose the
medium dose of BMS-470539 for long-term outcome
and mechanism studies.

Immunofluorescence staining for MC1R and Nurr1
expression, as well as colocalization with microglia at 48
h post-HI
Immunofluorescence staining showed that MC1R and
Nurr1 were increased post-HI and BMS-470359 treat-
ment group (Fig. 3). Furthermore, the expression of
MC1R and Nurr1 on microglia were higher in the BMS-
470359 treatment group compared to the vehicle group

(Fig. 3). MC1R and Nurr1 showed colocalization with
microglia in the sham, vehicle, and treatment groups
(Fig. 3).

Activation of MC1R with BMS-470539 reduced brain
atrophy and improved long-term neurological function at
28 days post-HI
HI resulted in severe brain atrophy in the ipsilateral
hemispheres at 28 days post-HI, while intranasal admin-
istration of BMS-470539 treatment significantly reduced
brain atrophy compared to the vehicle group (Fig. 4a–c).
Nissl staining showed that activation of MC1R with
BMS-470539 significantly attenuated the percentage of
brain tissue loss (p < 0.05, Fig. 4a, c).
To assess the effects of MC1R activation with BMS-

470539 on the long-term neurological impairments in-
duced by HI, neurological functions were evaluated by
foot-fault, rotarod, and Morris water maze test at 28
days post-HI. In all these tests, rats in the vehicle group
performed worse compared to the sham and BMS-
470539 treatment groups. Activation of MC1R with
BMS-470539 significantly improved sensorimotor func-
tion in foot-fault and rotarod tests. In the foot-fault test,
animals in the vehicle group showed more total foot-
faults, as well as more foot-faults in the contralateral
(left) side than the sham group. However, activation of
MC1R with BMS-470539 significantly reduced the per-
centage of foot-faults in the contralateral side and
contralateral hindlimbs compared to the vehicle group
at 28 days post-HI (p < 0.05, Fig. 4d). In the rotarod test,
the animals in the vehicle group had a significantly
shorter falling latency compared to the sham group.
However, activation of MC1R with BMS-470539 signifi-
cantly improved the sensorimotor function by increasing
the falling latency at both the 5 rpm and 10 rpm acceler-
ation when compared with the vehicle group at 28 days
post-HI (p < 0.05, Fig. 4e). In the Morris water maze
test, the animals in the vehicle group showed a signifi-
cant reduction in spatial memory and learning abilities
compared to the sham group (p < 0.05, Fig. 4f–i). How-
ever, activation of MC1R with BMS-470539 significantly
improved in spatial memory and learning abilities com-
pared to the vehicle group. This was demonstrated by a
shorter swimming distance to locate the platform (p <
0.05, Fig. 4f), a shorter time to find the platform (p <
0.05, Fig. 4g), and more time spent in the target quad-
rant during the probe test (p < 0.05, Fig. 4h, i).

In vivo knockout of MC1R and Nurr1 reversed the
neuroprotective effects of BMS-470539 at 48 h post-HI
To assess whether pathway interventions can affect neu-
roprotection and increase brain infarct area, MC1R
CRISPR and Nurr1 CRISPR were used to knock out
MC1R and Nurr1 gene expression in the rat brain. TTC
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staining data showed that knockout of MC1R or Nurr1
by CRISPR significantly abolished the neuroprotective
effects of BMS-470539, which was seen as the significant
increase in the percentage of infarct area as compared to
the HI + BMS-470539 treatment group or HI + BMS-
470539 + control CRISPR group (p < 0.05, Fig. 5a, b).
There was a significant change in the body weight of rat
pups in the group treated with BMS-470539 and either
MC1R CRISPR or Nurr1 CRISPR compared to the HI +
BMS-470539 treatment group or HI + BMS-470539 +
control CRISPR group (p < 0.05, Fig. 5c). Furthermore,
the geotaxis test revealed that the rat pups administered
with BMS-470539 treatment and then with MC1R CRIS

PR or Nurr1 CRISPR had significantly impaired neuro-
logical function compared to the corresponding controls
(p < 0.05, Fig. 5d).

Activation of MC1R with BMS-470539 promoted
microglial M2 polarization at 48 h post-HI.
Immunofluorescence staining of CD206 with microglia
(CD11 b/c) was performed to evaluate microglial M2
polarization. The results of immunofluorescence staining
data showed that the number of CD206+ CD11 b/c+

cells significantly increased in the vehicle group com-
pared to the sham group at 48 h post-HI (p < 0.05, Fig.
6a, b). Moreover, activation of MC1R with BMS-470539

Fig. 2 Effect of MC1R activation on brain infarct area, body weight, and short-term neurological function at 48 h post-HI. a, b TTC staining
showed that medium (160 μg/kg) and high (500 μg/kg) doses of BMS-470539 treatment significantly reduced brain infarct area compared to the
vehicle. c Rats in the vehicle group showed to lose significant weight compared to the sham group, medium (160 μg/kg) and high (500 μg/kg)
doses of BMS-470539 treatment groups. d Geotaxis reflex showed that medium (160 μg/kg) and high (500 μg/kg) doses of BMS-470539
significantly improved neurological function compared to the vehicle group. Data were represented as mean ± SD. *p < 0.05 versus sham, #p <
0.05 versus vehicle, @p < 0.05 versus BMS-470539 (50 μg/kg). n = 6 per group
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further increased the number of CD206+ CD11 b/c+

cells compared to the vehicle group, while both treat-
ment groups with CRISPR interventions significantly re-
versed these effects (p < 0.05, Fig. 6a, b).

Activation of MC1R with BMS-470539 suppressed
neuroinflammation, and reduced peripheral immune cell
infiltration at 48 h post-HI
Immunofluorescence staining of MPO and IL-1β were
performed to evaluate the neuroinflammation. Com-
pared to the sham group, the number of IL-1β- and
MPO-positive cells was significantly increased in the ve-
hicle group at 48 h post-HI (p < 0.05, Fig. 7a, c and b, d).
Activation of MC1R with BMS-470539 significantly de-
creased the number of IL-1β- and MPO-positive cells
compared to the vehicle group, while knockout CRISPR
interventions significantly abolished the effects of MC1R
activation. (p < 0.05, Fig. 7a, c and b, d).

Activation of MC1R with BMS-470539 downregulated
expression of pro-inflammatory cytokines through the
cAMP/PKA/Nurr1 signaling pathway at 48 h post-HI
To study the underlying mechanism through which
MC1R activation attenuated neuroinflammation to exert
its neuroprotective effects, the rat pups were randomly
divided into the following group: sham, HI + vehicle
(sterile saline), HI + BMS-470539, HI + BMS-470539 +
MC1R KO CRISPR, HI + BMS-470539 + Nurr1 KO
CRISPR, and HI + BMS-470539 + control CRISPR.

Western blot was performed to evaluate the MC1R acti-
vation and its downstream signaling molecules at 48 h
post-HI. The Western blot data showed that expression
of MC1R, cAMP, p-PKA, Nurr1, IL-1β, TNFα, and IL-6
significantly increased in the HI + vehicle group com-
pared to the sham group at 48 h post-HI (p < 0.05, Fig.
8a–h). Moreover, activation of MC1R with BMS-470539
further upregulated the expression of MC1R, cAMP, p-
PKA, and Nurr1, while the expression of IL-1β, TNFα,
and IL-6 were significantly decreased in the HI + BMS-
470539 group compared to the HI + vehicle group (p <
0.05, Fig. 8a–h). However, knockout of MC1R with CRIS
PR significantly decreased the expression of MC1R,
which abolished the effects of BMS-470539 (p < 0.05,
Fig. 8a, b). Furthermore, knockout of MC1R with CRIS
PR significantly decreased the downstream protein ex-
pression including cAMP, p-PKA, and Nurr1 in the HI
+ BMS-470539 + MC1R KO CRISPR group compared
to the HI + BMS-470539 group or HI + BMS-470539 +
control CRISPR group (p < 0.05, Fig. 8a, c–e). Consist-
ently, significant overexpression of IL-1β, TNFα, and IL-
6 were observed in the HI + BMS-470539 + MC1R KO
CRISPR group compared to the corresponding controls
(p < 0.05, Fig. 8a, f–h).
Similarly, knockout of Nurr1 with CRISPR significantly

decreased the levels of Nurr1, but increased the levels of
IL-1β, TNFα, and IL-6 in the HI + BMS-470539 + Nurr1
KO CRISPR group compared to the HI + BMS-470539
group or HI + BMS-470539 + control CRISPR group.

Fig. 3 Immunofluorescence staining of MC1R and Nurr1 with microglia in the brain at 48 h post-HI. Immunofluorescence staining showed an
increase expression of MC1R (a) and Nurr1 (b) on microglia in the vehicle group when compared with the sham group, and further increased
expression of MC1R (a) and Nurr1 (b) in the BMS-470359 treatment group. Merge showed the colocalization of MC1R and Nurr1 on microglia.
Microglia were stained red. MC1R and Nurr1 were stained green. DAPI was stained blue. n = 2 per group. Scale bar = 100 μm
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Fig. 4 (See legend on next page.)
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(See figure on previous page.)
Fig. 4 Effects of MC1R activation on brain atrophy and long-term neurological function at 28 days post-HI. a–c Representative pictures of Nissl
staining the brain slices showing tissue loss in the ipsilateral hemisphere. The BMS-470539 treatment group significantly reduced the percentage
of tissue loss and brain atrophy compared to the vehicle group. d, e Activation of MC1R with BMS-470539 significantly improved sensorimotor
function as shown by foot-fault and rotarod tests. f–i The BMS-470539 treatment group significantly improved in spatial memory and learning
abilities compared to the vehicle group, as demonstrated by less swim distance to find the platform (f), less escape latency (g), and more time
spent in the target quadrant during the probe test (h, i). h Representative image of swim track in probe trial. Data was represented as mean ±
SD. Statistical differences between groups were analyzed using one-way ANOVA or two-way ANOVA followed by Tukey multiple-comparison post
hoc analysis. *p < 0.05 versus sham; #p < 0.05 versus HI + vehicle; n = 8 per group

Fig. 5 Effects of knockout MC1R and Nurr1 on infarct area, body weight, and neurological function at 48 h post-HI. a, b The infarct area was
significantly increased in both treatment groups with CRISPR compared to the HI + BMS-470539 group or HI + BMS-470539 + control CRISPR
group. c Activation of MC1R with BMS-470539 significantly reduced body weight loss compared to the vehicle. However, both treatment groups
with CRISPR interventions significantly reversed these effects compared to the HI + BMS-470539 group or HI + BMS-470539 + control CRISPR
group. d The geotaxis test showed that the rat pups treated with BMS-470539 and either MC1R CRISPR or Nurr1 CRISPR had significantly
impaired neurological function compared to the corresponding controls. Data was represented as mean ± SD. *p < 0.05 versus sham, #p < 0.05
versus HI + vehicle, @p < 0.05 HI + BMS-470539 or HI + BMS-470539 + control CRISPR. n = 6 per group
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Fig. 6 MC1R activation increased the expression of CD206 at 48 h post-HI. Representative microphotographs of immunofluorescence staining and
quantification of CD206 with microglia (CD11 b/c) at 48 h post-HI. a, b The number of CD206+ CD11 b/c+ cells significantly increased in the
vehicle group compared to the sham group. Activation of MC1R with BMS-470539 further increased the number of CD206+ CD11 b/c+ cells
compared to the vehicle group, while knockout CRISPR interventions significantly reversed these effects. CD206 was green. CD11 b/c was red.
Blue was for DAPI. Scale bar = 100 μm. Data was represented as mean ± SD. The one-way ANOVA was followed by Tukey’s post hoc test (*p <
0.05 versus sham; #p < 0.05 versus HI + vehicle; @p < 0.05 HI + BMS-470539 or HI + BMS-470539 + control CRISPR; n = 6 per group)

Fig. 7 MC1R activation on immunofluorescence staining of IL-1β and MPO at 48 h post-HI. Representative microphotographs of
immunofluorescence staining and quantification of a, c IL-1β-positive cells and b, d MPO-positive cells. The number of IL-1β-positive cells or
MPO-positive cells was significantly increased in the vehicle group compared to the sham group. BMS-470539 treatment significantly suppressed
neuroinflammation, while these effects were reversed by knockout of MC1R or Nurr1 with CRISPR. IL-1β and MPO were green. Blue was for DAPI.
Scale bar = 100 μm. Data was represented as mean ± SD. The one-way ANOVA was followed by Tukey’s post hoc test (*p < 0.05 versus sham; #p
< 0.05 versus HI + vehicle; @p < 0.05 HI + BMS-470539 or HI + BMS-470539 + control CRISPR; n = 6 per group)
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However, Nurr1 CRISPR did not change cAMP and p-
PKA expression levels (p < 0.05, Fig. 8a, c–h).

Discussion
Neonatal hypoxic-ischemic encephalopathy (HIE) is a
devastating disease that results in life-long neurological
disabilities, such as cerebral palsy, cognitive deficits,
mental retardation, and epilepsy [2–4, 8]. HIE occurs in
1–8 per 1000 live births in developed countries, and as
high as 26 per 1000 newborns in developing countries
[1]. Current clinical therapies include supportive care
and prevention of HIE complications [9–11]. However,
safe and effective neuroprotective therapies for HIE are
still lacking. Substantial studies revealed that neuroin-
flammation was a primary pathophysiological process
after HI injury [5, 8, 12, 14, 15]. Hence, inhibition of
neuroinflammation could be a safe and effective ap-
proach in reducing neurological impairment after HIE.

In the present study, we demonstrated that activation
of melanocortin-1 receptor (MC1R) with BMS-470539
could attenuate neonatal HI-induced brain injury by
suppressing neuroinflammation, which was partially at-
tributed to the cAMP/PKA/Nurr1 signaling pathway. A
summary of the novel findings in this study is as follows:
Firstly, the expression levels of α-MSH increased over
time, peaking at 24 h post-HI. The α-MSH showed colo-
calization with microglia, astrocytes, and neurons at 24 h
post-HI. MC1R and Nurr1 expression levels increased
post-HI, peaking at 48 h post-HI. MC1R and Nurr1 were
expressed on microglia at 48 h post-HI. Secondly, activa-
tion of MC1R with BMS-470539 significantly reduced
infarct area and brain atrophy, and improved short- and
long-term neurological deficits post-HI. Thirdly, activa-
tion of MC1R with BMS-470539 promoted microglial
polarization toward the M2 phenotype, and reduced per-
ipheral immune cell infiltration at 48 h post-HI.

Fig. 8 MC1R activation on neuroinflammation via cAMP/PKA/Nurr1 signaling pathway at 48 h post-HI. a Representative picture of Western blot
data showing bands of the expression levels of MC1R, cAMP, p-PKA, Nurr1, IL-1β, TNFα, and IL-6 either with BMS-470539 treatment alone, BMS-
470539 + MC1R KO CRISPR, BMS-470539 + Nurr1 KO CRISPR, and BMS-470539 + control CRISPR groups. b–h Western blot data quantification of
bands showed that BMS-470539 treatment significantly increased the expression of MC1R, cAMP, p-PKA, and Nurr1 compared to the HI + vehicle
group. Knockout of MC1R using CRISPR significantly decreased MC1R, cAMP, p-PKA, and Nurr1 expression levels compared to the HI + BMS-
470539 group or HI + BMS-470539 + control CRISPR group. Furthermore, knockout of Nurr1 using CRISPR significantly decreased the levels of
Nurr1, but did not affect MC1R, cAMP, and p-PKA expression compared to the corresponding controls. Activation of MC1R with BMS-470539
showed significantly decreased levels of IL-1β, TNFα, and IL-6, while both treatment groups with CRISPR interventions significantly reversed these
effects. Data was represented as mean ± SD. The one-way ANOVA was followed by Tukey’s post hoc test (*p < 0.05 versus sham; #p < 0.05 versus
HI + vehicle; @p < 0.05 HI + BMS-470539 or HI + BMS-470539 + control CRISPR; n = 6 per group)
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Mechanistically, activation of MC1R with BMS-470539
increased the expression levels of MC1R, cAMP, p-PKA,
and Nurr1, but decreased the expression of pro-
inflammatory cytokines (TNFα, IL-6, and IL-1β) at 48 h
post-HI. Finally, knockout of MC1R or Nurr1 by specific
CRISPR reversed the neuroprotective effects of MC1R
activation post-HI. Together, our findings demon-
strated MC1R activation may serve as a potential
therapeutic strategy to attenuate brain injury in in-
fants with HIE.
It is known that neuroinflammation plays a critical

role in mediating brain injury induced by HI [5, 9, 10,
15]. Previous studies showed that the activation of
MC1R significantly attenuated brain injury by reducing
neuroinflammation in SAH, ICH, and cerebral ischemia-
reperfusion (I/R) injury [25, 26, 34]. However, the effect
of MC1R in neonate HI is unknown. In this context, we
hypothesized that activation of MC1R signaling pathway
might exert an anti-inflammatory role post-HI. A previ-
ous study showed that the levels of MC1R significantly
increased and reached a maximum point at 24 h after
SAH in rats [25]. It has also been reported that the ex-
pression level of MC1R significantly increased and
reached its peak at 72 h after ICH in mice [26]. Consist-
ent with these studies, our time course results showed
that MC1R expression levels significantly increased post-
HI. However, the finding differed from the previous ob-
servations where it was shown that MC1R peaked at 24
h after SAH in rats and 72 h after ICH in mice, whereas
our time course results showed that MC1R expression
levels peaked at 48 h post-HI. We suppose that such dis-
crepancy may be due to the differing mechanisms of in-
jury across these animal models. In the present study,
we found that MC1R were colocalized with microglia at
48 h post-HI. The finding is consistent with previous
studies where MC1R was primarily expressed on micro-
glia [25, 26]. To date, five melanocortin receptors
(MCRs) have been identified and termed MC1R to
MC5R, among which MC1R, MC3R, and MC4R have
been reported to be expressed in the central nervous
system [55, 56]. MC2R is expressed in the adrenal gland
and adipocytes, and MC5R is expressed in peripheral tis-
sues [24, 57]. MC3R and MC4R have been shown to
exert anti-inflammatory effects [34, 58]. Since MC3R
and MC4R may also be influenced by HI, we did West-
ern blot to measure their expression. Our results showed
that MC3R and MC4R increased at 48 h post-HI. In the
present study, we focused on MC1R and its downstream
signaling pathway in neuroinflammation. Therefore, to
demonstrate that MC1R, and not other MCRs, play anti-
inflammatory and neuroprotective effects in HI brain in-
jury, a specific selective agonist of MC1R, BMS-470539,
was used in our study. Furthermore, a specific MC1R
CRISPR KO plasmid was also used.

MC1R is activated by its agonist α-melanocyte-
stimulating hormone (α-MSH) [30, 59]. The α-MSH had
been demonstrated to have the highest binding affinity
for MC1R [55, 56, 58]. In our study, we were able to
demonstrate that α-MSH was expressed on microglia,
neurons, and astrocytes. And α-MSH showed higher ex-
pression in neurons compared to microglia and astro-
cytes. Our time course results showed that the
expression levels of α-MSH increased over time and
peaked at 24 h post-HI. In the present study, the West-
ern blot results showed that the expression of α-MSH
significantly increased in the ipsilateral hemisphere com-
pared to the sham group and the contralateral hemi-
sphere at 24 h post-HI. However, there is no significant
difference between the sham group and the contralateral
hemisphere. In a recent study, immunofluorescence
staining showed that there was no significant difference
in protein expression between the sham group and the
contralateral hemisphere after HI [52]. In a rat model of
HI brain injury, only the ipsilateral hemisphere was used
to measure the protein expression by Western blot, as
previously reported [5, 6, 46]. Based on the above results,
we used the ipsilateral hemisphere tissues to perform
quantitative protein analysis using Western blot in a rat
neonatal HI model. There is no doubt that both the pro-
tective and harmful factors would increase after an in-
jury as the body attempts to maintain homeostasis. The
α-MSH functions as a protective factor by reducing in-
flammation, apoptosis, oxidative stress, etc. [26, 59]. This
finding can be explained by the upregulation of α-MSH
gene expression in brain cells (microglia, neurons, astro-
cytes, etc.) post-HI. In the present study, the results
showed that α-MSH and MC1R expression levels in-
creased post-HI. Moreover, previous studies showed that
treatment with α-MSH upregulated the expression of
MC1R [27, 60, 61]. We assume that there might be a
correlation between MC1R and α-MSH, and that α-
MSH may be one of the main reasons for increasing
MC1R post-HI. In the present study, our TTC staining
images showed that much of the ipsilateral hippocampus
and striatum seemed to be protected in the BMS-470539
treatment group. When the right common carotid artery
is severed in a rat model of HI brain injury, the blood
flow to the cortex tissue is almost completely blocked
that causes irreversible injury and subsequent cell death;
however, the ipsilateral hippocampus and striatum have
only partially reduced blood flow due to the circle of
Willis. In those regions, tissues have the potential for re-
covery in the early stage [62, 63]. Moreover, previous
studies have shown that MC1R and α-MSH are
expressed in the central nervous system including stri-
atum and hippocampus [64–66]. Activation of MC1R
with BMS-470539 has been demonstrated to exert anti-
inflammatory and neuroprotective effects in our study.
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These are major reasons why the striatum and hippo-
campus seem to be protected in the BMS-470539 treat-
ment group in particular.
Nurr1 reportedly provides significant protection

against inflammation by inhibiting expression of pro-
inflammatory cytokines in microglia and astrocytes,
whereas a reduction in Nurr1 expression exaggerates the
inflammatory responses [35, 67, 68]. Moreover, Nurr1
activation reportedly promotes microglial polarization
toward the M2 phenotype [69, 70]. Activation of Nurr1
with the agonist, amodiaquine, attenuated inflammatory
events and neurological deficits in a mouse model of
ICH [37]. In a rat model of acute cerebral ischemic/re-
perfusion, overexpression of Nurr1 inhibited TNFα ex-
pression on microglia, and attenuated the ischemia/
reperfusion-induced inflammatory response [36]. Previ-
ous studies found that activation of Nurr1 using agonists
provided important neuroprotective effects against neu-
roinflammation in Parkinson’s disease, Alzheimer’s dis-
ease, and multiple sclerosis [67, 71–73]. It has also been
reported that inflammatory stimuli, such as lipopolysac-
charides (LPS), upregulated Nurr1 expression in cul-
tured mouse microglia [74]. Previous studies showed
that Nurr1 activation attenuated inflammation, and
Nurr1 knockout induced early experimental auto-
immune encephalomyelitis (EAE) onset and increased
inflammatory infiltration [75, 76]. On the contrary, Doi
and colleagues showed that Nurr1 has a pro-
inflammatory effect by increasing the expression of IL-
17 and IFN-γ in CD4+ T cells of EAE [77]. Moreover,
Trudler and coworkers reported that Nurr1 was
expressed in CD4+T cells and had pro-inflammatory ef-
fects by increasing the expression of IL-2 and IL-17 in
splenocytes and CD4+T cells from EAE mice [78]. The
role of Nurr1 in CD4+T cells from EAE mice was con-
troversial. However, there was no data that show that
Nurr1 exerts pro-inflammatory effects in microglia and
astrocytes. The reported scientific literature suggested
that Nurr1 was a promising therapeutic target for neuro-
protective therapy against neuroinflammation [35]. In
the present study, our time course results showed that
the expression levels of Nurr1 were increased in parallel
with MC1R post-HI. Therefore, the above data indicates
that Nurr1 might participate in MC1R-mediated anti-
inflammatory effects. Nurr1 has been shown to be
expressed on microglia [67, 74, 79]. Consistent with
these studies, our results showed that Nurr1 was coloca-
lized with microglia at 48 h post-HI.
BMS-470539, a novel potent and specific selective

agonist of MC1R, reportedly exerts anti-inflammatory
effects in in vivo and in vitro experiments [25, 31–34].
In a mice model of lung inflammation, BMS-470539 re-
duced inflammation by activating MC1R [32]. BMS-
470539 reportedly displays anti-inflammatory and

chondroprotective effects in the human chondrocyte
cell-line [31]. Activation of MC1R with BMS-470539 has
also been demonstrated to exert anti-inflammatory and
neuroprotective effects in a rat model of SAH [25].
There are some limitations to α-MSH as an anti-
inflammatory target, such as a lack of selectivity and
possible involvement in lipid metabolism [32, 80]. Fur-
thermore, Schulte-Herbrüggen and coworkers reported
that α-MSH could promote spontaneous post-ischemic
pneumonia by inhibiting pulmonary antibacterial de-
fenses [81]. For the above reasons, we chose BMS-
470539 as the treatment for activating MC1R in this
study. The neuroinflammatory response is characterized
by activation of microglia and migration of peripheral
macrophages in acute HI brain injury [15]. Resident
microglia were activated rapidly within minutes after
cerebral ischemia including HI injury [82, 83]. Blood-
derived macrophages were recruited into the ischemic
brain tissue with a delay of hours to a few days [84, 85].
The majority of macrophages in the infarct area were
derived from resident microglia, preceding and predom-
inating over blood-derived macrophages [86, 87]. Previ-
ous studies have shown that resident microglia, rather
than peripherally derived macrophages, plays more
major contributions in acute HI brain injury [88, 89].
M1 microglia release pro-inflammatory cytokines
(TNFα, IL-6, and IL-1β) and exacerbate neuronal injury,
whereas the M2 phenotype of microglia promotes anti-
inflammatory responses that are reparative and neuro-
protective [13, 90–92]. In the present study, the results
showed that activation of MC1R with BMS-470539 in-
creased the expression of CD206 and reduced the ex-
pression of IL-1β and MPO. However, knockout of
MC1R or Nurr1 with CRISPR significantly reversed
these effects. Based on the above evidence, we confirmed
that activation of MC1R with BMS-470539 downregu-
lated pro-inflammatory cytokines, promoted microglial
M2 polarization, and reduced peripheral immune cell
infiltration.
To examine whether activation of MC1R with BMS-

470539 may have neuroprotective roles, we investigated
the influence of BMS-470539 treatment on brain dam-
age and neurological functions at 48 h and 28 days post-
HI. We evaluated the optimal dose of BMS-470539, de-
termined by the infarct area, weight loss, and neuro-
logical function at 48 h post-HI. Three doses of BMS-
470539 were delivered intranasally at 1 h post-HI, low
(50 μg/kg), medium (160 μg/kg), and high (500 μg/kg).
Both medium and high doses of BMS-470539 groups
significantly reduced infarct area and body weight loss,
and improved short-term neurological function at 48 h
post-HI. However, there is no significant difference be-
tween these groups. Based on the above results and the
principle of priority, we chose the medium dose of
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BMS-470539 for long-term outcome and mechanism
studies. In this study, knockout of MC1R or Nurr1 with
CRISPR significantly reversed the neuroprotective effects
of MC1R activation by increasing infarct area and body
weight loss, impairing short-term neurological function
at 48 h post-HI. Moreover, MC1R activation with BMS-
470539 reduced brain atrophy and improved long-term
neurological function at 28 days post-HI. Similarly,
MC1R activation with BMS-470539 improved rats’ per-
formance in short- and long-term tests after SAH, as
seen from previous study [25].
We further explored the molecular basis of MC1R-

mediated anti-inflammatory effects post-HI. MC1R is
coupled to adenylyl cyclase and mediates its effects pri-
marily by activating a cAMP-dependent signaling path-
way [24, 57]. Activation of MC1R stimulated cAMP
production and enhanced DNA repair after ultraviolet
irradiation [30]. The MC1R-cAMP pathway plays a role
in attenuating ultraviolet-induced oxidative stress via ac-
tivation of p53 [93]. Intriguingly, an elevation of intracel-
lular cAMP levels can also increase PKA’s
phosphorylation [42–44]. Coincidentally, PKA has been
established as an upstream regulatory molecule of
Nurr1, as is seen in previous studies [38–40]. The com-
mon pathway of Nurr1-related inflammation and cancer
was the cAMP/PKA signaling pathway [40, 41]. In our
study, activation of MC1R with BMS-470539 further up-
regulated the expression of MC1R, cAMP, p-PKA, and
Nurr1, but downregulated the expression of pro-
inflammatory cytokines (TNFα, IL-6, and IL-1β). Based
on the above results, we speculate that MC1R activation
with BMS-470539 may increase the level and activity of

MC1R. Knockout of MC1R with CRISPR abolished the
neuroprotective effects of MC1R activation by decreas-
ing MC1R expression level and its downstream mole-
cules, cAMP, p-PKA, and Nurr1, and increasing the
expressions of TNFα, IL-6, and IL-1β. Moreover, knock-
out of Nurr1 with CRISPR had no effects on the expres-
sion of cAMP and PKA’s phosphorylation, while it
significantly decreased the levels of Nurr1 and increased
the levels of IL-1β, TNFα, and IL-6. Thus, our data sug-
gested that activation of MC1R with BMS-470539 upreg-
ulated the Nurr1 expression, at least in part, via the
cAMP/PKA signaling pathway, leading to the anti-
inflammatory effects post-HI.
There are several limitations to our study. Firstly, acti-

vation of MC1R may exert its anti-inflammatory effects
through other signaling pathways [25, 26]. Hence, future
studies are needed to evaluate other potential mecha-
nisms of action after HIE. Secondly, both previous stud-
ies and our study showed that the MC1R was expressed
on astrocytes and neurons [25]. Hence, the anti-
apoptotic effects and anti-oxidative stress protection of
MC1R activation post-HI require further investigation.
Thirdly, in our study, we observed an increase in α-
MSH and MC1R post-HI. However, the mechanism be-
hind the upregulation of α-MSH and MC1R after HI in-
jury is poorly understood. Therefore, future studies are
necessary to focus on those possible underlying
mechanisms.
In conclusion, activation of MC1R with BMS-470539

downregulated pro-inflammatory cytokines, promoted
microglial M2 polarization, reduced peripheral immune
cell infiltration, and improved neurological deficits after

Fig. 9 The potential molecular mechanisms of anti-inflammatory and neuroprotective effects through the MC1R/cAMP/PKA/Nurr1 signaling
pathway post-HI
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neonatal HI brain injury in rats. Such anti-inflammatory
and neuroprotective effects were mediated, at least in
part, via the cAMP/PKA/Nurr1 signaling pathway (Fig.
9). Therefore, MC1R activation might be a promising
therapeutic target for infants with HIE.
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Additional file 1: Figure S1. Expression of α-MSH in the contralateral
hemisphere and the ipsilateral hemisphere at 24 h post-HI. (A) Represen-
tative pictures of Western blot data. (B)Western blot data showed that
the expression level of α-MSH significantly increased in the ipsilateral
hemisphere at 24 h post-HI, and no significant difference between the
sham group and the contralateral hemisphere. Data were represented as
mean ± SD. Statistical differences between groups were analyzed using
one-way ANOVA, followed by Tukey's post-hoc test. (*p<0.05 versus
sham, #p<0.05 versus contralateral hemisphere; n=4 per group). Figure
S2. Expression levels of MC3R and MC4R at 48h post-HI. (A) Representa-
tive pictures of Western blot data. (B-C) Western blot data showed that
the expression of MC3R and MC4R significantly increased after HI. Data
were represented as mean ± SD. Statistical differences between groups
were analyzed using Student's t test, followed by Student–Newman–
Keuls test. (*p<0.05 versus sham; n=4 per group). Figure S3. Quantifica-
tion of α-MSH-positive cells. α-MSH showed higher expression in neurons
compared to microglia and astrocytes. Data were represented as mean ±
SD. Statistical differences between groups were analyzed using one-way
ANOVA, followed by Tukey's post-hoc test. (*p<0.05 versus Iba-1(+), #p<
0.05 versus GFAP (+); n=2 per group).

Abbreviations
MC1R: Melanocortin-1 receptor; α-MSH: α-melanocyte-stimulating hormone;
cAMP: Cyclic adenosine monophosphate; PKA: Protein kinase A;
Nurr1: Nuclear receptor related factor 1; KO: Knockout; HI: Hypoxic-ischemic;
HIE: Hypoxic-ischemic encephalopathy; SAH: Subarachnoid hemorrhage;
ICH: Intracerebral hemorrhage; EAE: Experimental autoimmune
encephalomyelitis; GFAP: Glial fibrillary acidic protein; Iba-1: Ionized calcium-
binding adaptor molecule 1; NeuN: Neuronal specific nuclear protein;
PBS: Phosphate-buffered saline; TTC: 2,3,5-Triphenyltetrazolium chloride
monohydrate; ARRIVE: Animal Research: Reporting of In Vivo Experiments

Acknowledgements
Not applicable.

Authors’ contributions
This study was designed by SFY, DD, MG, JPT, JL, and JHZ. SFY, GGL, DJL,
and LFL conducted the experiments. SFY analyzed the data and drafted the
original manuscript. SFY, DD, MG, CL, and YJY worked on the manuscript
revision. JHZ and JL provided the supervision and final check. All authors
read and approved the final manuscript.

Funding
This study was supported by grants from the National Institutes of Health
(NS104083) to John H. Zhang.

Availability of data and materials
The datasets analyzed during the current study are available from the
corresponding author on reasonable request.

Ethics approval and consent to participate
All animal experiments were approved by the Institutional Animal Care and
Use Committee at Loma Linda University. The study followed the Health’s
Guide for the Care and Use of Laboratory Animals (National Research
Council) and complied with the ARRIVE guidelines for reporting in vivo
experiments.

Consent for publication
Not applicable.

Competing interests
All the authors declared no conflicts of interest.

Author details
1Department of Pediatrics, Affiliated Haikou Hospital of Xiangya Medical
College, Central South University, Haikou 570208, China. 2Department of
Physiology and Pharmacology, Basic Sciences, School of Medicine, Loma
Linda University, Loma Linda, CA 92354, USA. 3Department of Hepatobiliary
Surgery, Affiliated Haikou Hospital of Xiangya Medical College, Central South
University, Haikou 570208, China. 4Burrell College of Osteopathic Medicine,
Las Cruces, NM 88003, USA. 5Department of Neurology, Tongji Hospital,
Tongji Medical College, Huazhong University of Science and Technology,
Wuhan 430030, China. 6Department of Pathology, Henan Provincial People’s
Hospital, Zhengzhou 453003, China. 7Department of Anesthesiology,
Neurosurgery and Neurology, School of Medicine, Loma Linda University,
Loma Linda, CA 92354, USA.

Received: 31 July 2020 Accepted: 7 January 2021

References
1. Douglas-Escobar M, Weiss MD. Hypoxic-ischemic encephalopathy: a review

for the clinician. JAMA Pediatr. 2015;169(4):397–403.
2. Shaywitz BA, Fletcher JM. Neurological, cognitive, and behavioral sequelae

of hypoxic-ischemic encephalopathy. Semin Perinatol. 1993;17(5):357–66.
3. Lu-Emerson C, Khot S. Neurological sequelae of hypoxic-ischemic brain

injury. NeuroRehabilitation. 2010;26(1):35–45.
4. Lawn JE, Cousens S, Zupan J. 4 million neonatal deaths: when? Where?

Why? Lancet. 2005;365(9462):891–900.
5. Liu W, Huang J, Doycheva D, Gamdzyk M, Tang J, Zhang JH. RvD1binding

with FPR2 attenuates inflammation via Rac1/NOX2 pathway after neonatal
hypoxic-ischemic injury in rats. Exp Neurol. 2019;320:112982.

6. Doycheva D, Xu N, Kaur H, Malaguit J, McBride DW, Tang J, et al. Adenoviral
TMBIM6 vector attenuates ER-stress-induced apoptosis in a neonatal
hypoxic-ischemic rat model. Dis Model Mech. 2019;12(11):dmm040352.

7. Turlova E, Wong R, Xu B, Li F, Du L, Habbous S, et al. TRPM7 mediates
neuronal cell death upstream of calcium/calmodulin-dependent protein
kinase II and calcineurin mechanism in neonatal hypoxic-ischemic brain
injury. Transl Stroke Res. 2020.

8. Dixon BJ, Reis C, Ho WM, Tang J, Zhang JH. Neuroprotective strategies after
neonatal hypoxic ischemic encephalopathy. Int J Mol Sci. 2015;16(9):22368–
401.

9. Vannucci RC. Current and potentially new management strategies for
perinatal hypoxic-ischemic encephalopathy. Pediatrics. 1990;85(6):961–8.

10. Yıldız EP, Ekici B, Tatlı B. Neonatal hypoxic ischemic encephalopathy: an
update on disease pathogenesis and treatment. Expert Rev Neurother. 2017;
17(5):449–59.

11. Jacobs SE, Berg M, Hunt R, Tarnow-Mordi WO, Inder TE, Davis PG. Cooling
for newborns with hypoxic ischaemic encephalopathy. Cochrane Database
Syst Rev. 2013;2013(1):Cd003311.

12. Li B, Concepcion K, Meng X, Zhang L. Brain-immune interactions in
perinatal hypoxic-ischemic brain injury. Prog Neurobiol. 2017;159:50–68.

13. Lan X, Han X, Li Q, Yang QW, Wang J. Modulators of microglial activation
and polarization after intracerebral haemorrhage. Nat Rev Neurol. 2017;13(7):
420–33.

14. Del Bigio MR, Becker LE. Microglial aggregation in the dentate gyrus: a
marker of mild hypoxic-ischaemic brain insult in human infants.
Neuropathol Appl Neurobiol. 1994;20(2):144–51.

15. McRae A, Gilland E, Bona E, Hagberg H. Microglia activation after neonatal
hypoxic-ischemia. Brain Res Dev Brain Res. 1995;84(2):245–52.

16. Altamentova S, Rumajogee P, Hong J. Beldick SR. Yee A, et al.
Methylprednisolone reduces persistent post-ischemic inflammation in a rat
hypoxia-ischemia model of perinatal stroke. Transl Stroke Res: Park SJ; 2020.

17. Drieu A, Buendia I, Levard D, Hélie P, Brodin C, Vivien D, et al. Immune
responses and anti-inflammatory strategies in a clinically relevant model of
thromboembolic ischemic stroke with reperfusion. Transl Stroke Res. 2020;
11(3):481–95.

Yu et al. Journal of Neuroinflammation           (2021) 18:26 Page 18 of 20

https://doi.org/10.1186/s12974-021-02078-2
https://doi.org/10.1186/s12974-021-02078-2


18. Zheng ZV, Lyu H, Lam SYE, Lam PK, Poon WS, Wong GKC. The dynamics of
microglial polarization reveal the resident neuroinflammatory responses
after subarachnoid hemorrhage. Transl Stroke Res. 2020;11(3):433–49.

19. Cai Y, Xu TT, Lu CQ, Ma YY, Chang D, Zhang Y, et al. Endogenous regulatory
T cells promote M2 macrophage phenotype in diabetic stroke as visualized
by optical imaging. Transl Stroke Res. 2020.

20. Chu X, Cao L, Yu Z, Xin D, Li T, Ma W, et al. Hydrogen-rich saline promotes
microglia M2 polarization and complement-mediated synapse loss to
restore behavioral deficits following hypoxia-ischemic in neonatal mice via
AMPK activation. J Neuroinflammation. 2019;16(1):104.

21. Jaworska J, Ziemka-Nalecz M, Sypecka J, Zalewska T. The potential
neuroprotective role of a histone deacetylase inhibitor, sodium butyrate,
after neonatal hypoxia-ischemia. J Neuroinflammation. 2017;14(1):34.

22. Wolf Horrell EM, Boulanger MC, D'Orazio JA. Melanocortin 1 receptor:
structure, function, and regulation. Front Genet. 2016;7:95.

23. Chen W, Li J, Qu H, Song Z, Yang Z, Huo J, et al. The melanocortin 1
receptor (MC1R) inhibits the inflammatory response in Raw 264.7 cells and
atopic dermatitis (AD) mouse model. Mol Biol Rep. 2013;40(2):1987–96.

24. Catania A. Neuroprotective actions of melanocortins: a therapeutic
opportunity. Trends Neurosci. 2008;31(7):353–60.

25. Xu W, Mo J, Ocak U, Travis ZD, Enkhjargal B, Zhang T, et al. Activation of
melanocortin 1 receptor attenuates early brain injury in a rat model of
subarachnoid hemorrhage viathe suppression of neuroinflammation
through AMPK/TBK1/NF-κB pathway in rats. Neurotherapeutics. 2020;17(1):
294–308.

26. Wu X, Fu S, Liu Y, Luo H, Li F, Wang Y, et al. NDP-MSH binding
melanocortin-1 receptor ameliorates neuroinflammation and BBB disruption
through CREB/Nr4a1/NF-κB pathway after intracerebral hemorrhage in mice.
J Neuroinflammation. 2019;16(1):192.

27. Kleiner S, Braunstahl GJ, Rüdrich U, Gehring M, Eiz-Vesper B, Luger TA, et al.
Regulation of melanocortin 1 receptor in allergic rhinitis in vitro and in vivo.
Clin Exp Allergy. 2016;46(8):1066–74.

28. Maaser C, Kannengiesser K, Specht C, Lügering A, Brzoska T, Luger TA, et al.
Crucial role of the melanocortin receptor MC1R in experimental colitis. Gut.
2006;55(10):1415–22.

29. Mykicki N, Herrmann AM, Schwab N, Deenen R, Sparwasser T, Limmer A,
et al. Melanocortin-1 receptor activation is neuroprotective in mouse
models of neuroinflammatory disease. Sci Transl Med. 2016;8(362):362ra146.

30. Chen S, Zhu B, Yin C, Liu W, Han C, Chen B, et al. Palmitoylation-dependent
activation of MC1R prevents melanomagenesis. Nature. 2017;549(7672):399–
403.

31. Can VC, Locke IC, Kaneva MK, Kerrigan MJP, Merlino F, De Pascale C, et al.
Novel anti-inflammatory and chondroprotective effects of the human
melanocortin MC1 receptor agonist BMS-470539 dihydrochloride and
human melanocortin MC3 receptor agonist PG-990 on lipopolysaccharide
activated chondrocytes. Eur J Pharmacol. 2020;872:172971.

32. Kang L, McIntyre KW, Gillooly KM, Yang Y, Haycock J, Roberts S, et al. A
selective small molecule agonist of the melanocortin-1 receptor inhibits
lipopolysaccharide-induced cytokine accumulation and leukocyte infiltration
in mice. J Leukoc Biol. 2006;80(4):897–904.

33. Leoni G, Voisin MB, Carlson K, Getting S, Nourshargh S, Perretti M. The
melanocortin MC(1) receptor agonist BMS-470539 inhibits leucocyte
trafficking in the inflamed vasculature. Br J Pharmacol. 2010;160(1):171–80.

34. Holloway PM, Durrenberger PF, Trutschl M, Cvek U, Cooper D, Orr AW, et al.
Both MC1 and MC3 receptors provide protection from cerebral ischemia-
reperfusion-induced neutrophil recruitment. Arterioscler Thromb Vasc Biol.
2015;35(9):1936–44.

35. Jakaria M, Haque ME, Cho DY, Azam S, Kim IS, Choi DK. Molecular insights
into NR4A2(Nurr1): an emerging target for neuroprotective therapy against
neuroinflammation and neuronal cell death. Mol Neurobiol. 2019;56(8):
5799–814.

36. Xie X, Peng L, Zhu J, Zhou Y, Li L, Chen Y, et al. miR-145-5p/Nurr1/TNF-α
signaling-induced microglia activation regulates neuron injury of
acute cerebral ischemic/reperfusion in rats. Front Mol Neurosci. 2017;
10:383.

37. Kinoshita K, Matsumoto K, Kurauchi Y, Hisatsune A, Seki T, Katsuki H. A Nurr1
agonist amodiaquine attenuates inflammatory events and neurological
deficits in a mouse model of intracerebral hemorrhage. J Neuroimmunol.
2019;330:48–54.

38. Shigeishi H, Higashikawa K, Hatano H, Okui G, Tanaka F, Tran TT, et al. PGE2
targets squamous cell carcinoma cell with the activated epidermal growth

factor receptor family for survival against 5-fluorouracil through NR4A2
induction. Cancer Lett. 2011;307(2):227–36.

39. Meir T, Durlacher K, Pan Z, Amir G, Richards WG, Silver J, et al. Parathyroid
hormone activates the orphan nuclear receptor Nurr1 to induce FGF23
transcription. Kidney Int. 2014;86(6):1106–15.

40. Prince LR, Prosseda SD, Higgins K, Carlring J, Prestwich EC, Ogryzko NV,
et al. NR4A orphan nuclear receptor family members, NR4A2 and NR4A3,
regulate neutrophil number and survival. Blood. 2017;130(8):1014–25.

41. Han YF, Cao GW. Role of nuclear receptor NR4A2 in gastrointestinal
inflammation and cancers. World J Gastroenterol. 2012;18(47):6865–73.

42. You M, Pan Y, Liu Y, Chen Y, Wu Y, Si J, et al. Royal jelly alleviates cognitive
deficits and β-amyloid accumulation in APP/PS1 mouse model via
activation of the cAMP/PKA/CREB/BDNF pathway and inhibition of neuronal
apoptosis. Front Aging Neurosci. 2018;10:428.

43. Zhou X, Zhang R, Zhang S, Wu J, Sun X. Activation of 5-HT1A receptors
promotes retinal ganglion cell function by inhibiting the cAMP-PKA
pathway to modulate presynaptic GABA release in chronic glaucoma. J
Neurosci. 2019;39(8):1484–504.

44. Wang YY, Pu XY, Shi WG, Fang QQ, Chen XR, Xi HR, et al. Pulsed
electromagnetic fields promote bone formation by activating the sAC-
cAMP-PKA-CREB signaling pathway. J Cell Physiol. 2019;234(3):2807–21.

45. Vannucci RC, Connor JR, Mauger DT, Palmer C, Smith MB, Towfighi J, et al.
Rat model of perinatal hypoxic-ischemic brain damage. J Neurosci Res.
1999;55(2):158–63.

46. Gamdzyk M, Doycheva DM, Malaguit J, Enkhjargal B, Tang J, Zhang JH. Role
of PPAR-β/δ/miR-17/TXNIP pathway in neuronal apoptosis after neonatal
hypoxic-ischemic injury in rats. Neuropharmacology. 2018;140:150–61.

47. Perez-Pinera P, Kocak DD, Vockley CM, Adler AF, Kabadi AM, Polstein LR,
et al. RNA-guided gene activation by CRISPR-Cas9-based transcription
factors. Nat Methods. 2013;10(10):973–6.

48. Gamdzyk M, Doycheva DM, Kang R, Tang H, Travis ZD, Tang J, et al.
GW0742 activates miR-17-5p and inhibits TXNIP/NLRP3-mediated
inflammation after hypoxic-ischaemic injury in rats and in PC12 cells. J Cell
Mol Med. 2020.

49. Hu X, Yan J, Huang L, Araujo C, Peng J, Gao L, et al. INT-777 attenuates
NLRP3-ASC inflammasome-mediated neuroinflammation via TGR5/cAMP/
PKA signaling pathway after subarachnoid hemorrhage in rats. Brain Behav
Immun. 2020.

50. Bederson JB, Pitts LH, Germano SM, Nishimura MC, Davis RL, Bartkowski HM.
Evaluation of 2,3,5-triphenyltetrazolium chloride as a stain for detection and
quantification of experimental cerebral infarction in rats. Stroke. 1986;17(6):
1304–8.

51. Li F, Irie K, Anwer MS, Fisher M. Delayed triphenyltetrazolium chloride
staining remains useful for evaluating cerebral infarct volume in a rat stroke
model. Journal of Cerebral Blood Flow & Metabolism. 1997;17(10):1132–5.

52. Zhang Y, Xu N, Ding Y, Doycheva DM, Zhang Y, Li Q, et al. Chemerin
reverses neurological impairments and ameliorates neuronal apoptosis
through ChemR23/CAMKK2/AMPK pathway in neonatal hypoxic-ischemic
encephalopathy. Cell eath Dis. 2019;10(2):97.

53. Kramer M, Dang J, Baertling F, Denecke B, Clarner T, Kirsch C, et al. TTC
staining of damaged brain areas after MCA occlusion in the rat does not
constrict quantitative gene and protein analyses. J Neurosci Methods. 2010;
187(1):84–9.

54. Sanchez-Bezanilla S, Nilsson M, Walker FR, Ong LK. Can we use 2,3,5-
triphenyltetrazolium chloride-stained brain slices for other purposes? The
application of western blotting. Front Mol Neurosci. 2019;12:181.

55. Wang W, Guo DY, Lin YJ, Tao YX. Melanocortin regulation of inflammation.
front endocrinol (Lausanne). 2019;10:683.

56. Getting SJ. Targeting melanocortin receptors as potential novel
therapeutics. Pharmacol Ther. 2006;111(1):1-15.

57. Holloway PM, Smith HK, Renshaw D, Flower RJ, Getting SJ, Gavins FN.
Targeting the melanocortin receptor system for anti-stroke therapy. Trends
Pharmacol Sci. 2011;32(2):90–8.

58. Giuliani D, Ottani A, Neri L, Zaffe D, Grieco P, Jochem J, et al. Multiple
beneficial effects of melanocortin MC(4) receptor agonists in experimental
neurodegenerative disorders: therapeutic perspectives. Prog Neurobiol.
2017;148:40–56.

59. Schaible EV, Steinsträßer A, Jahn-Eimermacher A, Luh C, Sebastiani A, Kornes
F, et al. Single administration of tripeptide α-MSH(11-13) attenuates brain
damage by reduced inflammation and apoptosis after experimental
traumatic brain injury in mice. PLoS One. 2013;8(8):e71056.

Yu et al. Journal of Neuroinflammation           (2021) 18:26 Page 19 of 20



60. Swope VB, Jameson JA, McFarland KL, Supp DM, Miller WE, McGraw DW,
et al. Defining MC1R regulation in human melanocytes by its agonist α-
melanocortin and antagonists agouti signaling protein and β-defensin 3. J
Invest Dermatol. 2012;132(9):2255–62.

61. Kadekaro AL, Leachman S, Kavanagh RJ, Swope V, Cassidy P, Supp D, et al.
Melanocortin 1 receptor genotype: an important determinant of the
damage response of melanocytes to ultraviolet radiation. Faseb j. 2010;
24(10):3850–60.

62. Liu R, Yuan H, Yuan F, Yang SH. Neuroprotection targeting ischemic
penumbra and beyond for the treatment of ischemic stroke. Neurol Res.
2012;34(4):331–7.

63. Ozdemir YG, Bolay H, Erdem E, Dalkara T. Occlusion of the MCA by an
intraluminal filament may cause disturbances in the hippocampal blood
flow due to anomalies of circle of Willis and filament thickness. Brain Res.
1999;822(1-2):260–4.

64. Delbende C, Jegou S, Tranchand-Bunel D, Leroux P, Tonon MC, Mocaër E,
et al. Role of alpha-MSH and related peptides in the central nervous system.
Rev Neurol (Paris). 1985;141(6-7):429–39.

65. Guy J, Leclerc R, Vaudry H, Pelletier G. Identification of a second category of
alpha-melanocyte-stimulating hormone (alpha-MSH) neurons in the rat
hypothalamus. Brain Res. 1980;199(1):135–46.

66. Chen X, Chen H, Cai W, Maguire M, Ya B, Zuo F, et al. The melanoma-linked
“redhead” MC1R influences dopaminergic neuron survival. Ann Neurol.
2017;81(3):395–406.

67. Saijo K, Winner B, Carson CT, Collier JG, Boyer L, Rosenfeld MG, et al. A
Nurr1/CoREST pathway in microglia and astrocytes protects dopaminergic
neurons from inflammation-induced death. Cell. 2009;137(1):47–59.

68. Decressac M, Volakakis N, Björklund A, Perlmann T. NURR1 in Parkinson
disease--from pathogenesis to therapeutic potential. Nat Rev Neurol. 2013;
9(11):629–36.

69. Mahajan S, Saini A, Chandra V, Nanduri R, Kalra R, Bhagyaraj E, et al. Nuclear
receptor Nr4a2 promotes alternative polarization of macrophages and
confers protection in sepsis. J Biol Chem. 2015;290(30):18304–14.

70. McMorrow JP, Murphy EP. Inflammation: a role for NR4A orphan nuclear
receptors? Biochem Soc Trans. 2011;39(2):688–93.

71. Smith GA, Rocha EM, Rooney T, Barneoud P, McLean JR, Beagan J, et al. A
Nurr1 agonist causes neuroprotection in a Parkinson’s disease lesion model
primed with the toll-like receptor 3 dsRNA inflammatory stimulant poly(I:C).
PLoS One. 2015;10(3):e0121072.

72. Montarolo F, Martire S, Perga S, Bertolotto A. NURR1 impairment in multiple
sclerosis. Int J Mol Sci. 2019;20(19).

73. Jeon SG, Yoo A, Chun DW, Hong SB, Chung H, Kim JI, et al. The critical role
of Nurr1 as a mediator and therapeutic target in Alzheimer’s disease-related
pathogenesis. Aging Dis. 2020;11(3):705–24.

74. Fan X, Luo G, Ming M, Pu P, Li L, Yang D, et al. Nurr1 expression and its
modulation in microglia. Neuroimmunomodulation. 2009;16(3):162–70.

75. Montarolo F, Raffaele C, Perga S, Martire S, Finardi A, Furlan R, et al. Effects
of isoxazolo-pyridinone 7e, a potent activator of the Nurr1 signaling
pathway, on experimental autoimmune encephalomyelitis in mice. PLoS
One. 2014;9(9):e108791.

76. Montarolo F, Perga S, Martire S, Bertolotto A. Nurr1 reduction influences the
onset of chronic EAE in mice. Inflammation Research. 2015;64(11):841–4.

77. Doi Y, Oki S, Ozawa T, Hohjoh H, Miyake S, Yamamura T. Orphan nuclear
receptor NR4A2 expressed in T cells from multiple sclerosis mediates
production of inflammatory cytokines. Proc Natl Acad Sci U S A. 2008;
105(24):8381–6.

78. Trudler D, Levy-Barazany H, Nash Y, Samuel L, Sharon R, Frenkel D. Alpha
synuclein deficiency increases CD4(+) T-cells pro-inflammatory profile in a
Nurr1-dependent manner. J Neurochem. 2020;152(1):61–71.

79. Lallier SW, Graf AE, Waidyarante GR, Rogers LK. Nurr1 expression is modified
by inflammation in microglia. Neuroreport. 2016;27(15):1120–7.

80. Tao YX. The melanocortin-4 receptor: physiology, pharmacology, and
pathophysiology. Endocr Rev. 2010;31(4):506–43.

81. Schulte-Herbrüggen O, Quarcoo D, Brzoska T, Klehmet J, Meisel A, Meisel C.
Alpha-MSH promotes spontaneous post-ischemic pneumonia in mice via
melanocortin-receptor-1. Exp Neurol. 2008;210(2):731–9.

82. Bhalala US, Koehler RC, Kannan S. Neuroinflammation and neuroimmune
dysregulation after acute hypoxic-ischemic injury of developing brain. Front
Pediatr. 2014;2:144.

83. Weinstein JR, Koerner IP, Möller T. Microglia in ischemic brain injury. Future
Neurol. 2010;5(2):227–46.

84. Gelderblom M, Leypoldt F, Steinbach K, Behrens D, Choe CU, Siler DA, et al.
Temporal and spatial dynamics of cerebral immune cell accumulation in
stroke. Stroke. 2009;40(5):1849–57.

85. Schilling M, Besselmann M, Müller M, Strecker JK, Ringelstein EB, Kiefer R.
Predominant phagocytic activity of resident microglia over hematogenous
macrophages following transient focal cerebral ischemia: an investigation
using green fluorescent protein transgenic bone marrow chimeric mice.
Exp Neurol. 2005;196(2):290–7.

86. Schilling M, Besselmann M, Leonhard C, Mueller M, Ringelstein EB, Kiefer R.
Microglial activation precedes and predominates over macrophage
infiltration in transient focal cerebral ischemia: a study in green fluorescent
protein transgenic bone marrow chimeric mice. Exp Neurol. 2003;183(1):25–
33.

87. Tanaka R, Komine-Kobayashi M, Mochizuki H, Yamada M, Furuya T, Migita M,
et al. Migration of enhanced green fluorescent protein expressing bone
marrow-derived microglia/macrophage into the mouse brain following
permanent focal ischemia. Neuroscience. 2003;117(3):531–9.

88. Denker SP, Ji S, Dingman A, Lee SY, Derugin N, Wendland MF, et al.
Macrophages are comprised of resident brain microglia not infiltrating
peripheral monocytes acutely after neonatal stroke. J Neurochem. 2007;
100(4):893–904.

89. Umekawa T, Osman AM, Han W, Ikeda T, Blomgren K. Resident microglia,
rather than blood-derived macrophages, contribute to the earlier and more
pronounced inflammatory reaction in the immature compared with the
adult hippocampus after hypoxia-ischemia. Glia. 2015;63(12):2220–30.

90. Wang J, Xing H, Wan L, Jiang X, Wang C, Wu Y. Treatment targets for M2
microglia polarization in ischemic stroke. Biomed Pharmacother. 2018;105:
518–25.

91. Chen F, Weng Z, Xia Q, Cao C, Leak RK, Han L, et al. Intracerebroventricular
delivery of recombinant NAMPT deters inflammation and protects against
cerebral ischemia. Transl Stroke Res. 2019;10(6):719–28.

92. Xiong XY, Liu L, Yang QW. Functions and mechanisms of microglia/
macrophages in neuroinflammation and neurogenesis after stroke. Prog
Neurobiol. 2016;142:23–44.

93. Kadekaro AL, Chen J, Yang J, Chen S, Jameson J, Swope VB, et al. Alpha-
melanocyte-stimulating hormone suppresses oxidative stress through a
p53-mediated signaling pathway in human melanocytes. Mol Cancer Res.
2012;10(6):778–86.

Publisher’s Note
Springer Nature remains neutral with regard to jurisdictional claims in
published maps and institutional affiliations.

Yu et al. Journal of Neuroinflammation           (2021) 18:26 Page 20 of 20


	Abstract
	Background
	Methods
	Results
	Conclusions

	Background
	Material and methods
	Animals
	Neonatal hypoxia-ischemia brain injury rat model
	Experimental design
	Experiment 1
	Experiment 2
	Experiment 3
	Experiment 4
	Experiment 5

	Drug administration
	Intracerebroventricular injection
	Infarct area measurements
	Neurological evaluation
	Short-term neurological evaluation
	Long-term neurological evaluation
	Foot-fault test
	Rotarod test
	Morris water maze test

	Western blotting analysis
	Immunofluorescence staining
	Nissl staining and brain tissue loss
	Statistical analysis

	Results
	Expression levels of endogenous α-MSH, MC1R, and Nurr1 were increased post-HI
	Activation of MC1R with BMS-470539 reduced infarct area, also improved body weight and short-term neurological function at 48&thinsp;h post-HI
	Immunofluorescence staining for MC1R and Nurr1 expression, as well as colocalization with microglia at 48&thinsp;h post-HI
	Activation of MC1R with BMS-470539 reduced brain atrophy and improved long-term neurological function at 28&thinsp;days post-HI
	In vivo knockout of MC1R and Nurr1 reversed the neuroprotective effects of BMS-470539 at 48&thinsp;h post-HI
	Activation of MC1R with BMS-470539 promoted microglial M2 polarization at 48&thinsp;h post-HI.
	Activation of MC1R with BMS-470539 suppressed neuroinflammation, and reduced peripheral immune cell infiltration at 48&thinsp;h post-HI
	Activation of MC1R with BMS-470539 downregulated expression of pro-inflammatory cytokines through the cAMP/PKA/Nurr1 signaling pathway at 48&thinsp;h post-HI

	Discussion
	Supplementary Information
	Abbreviations
	Acknowledgements
	Authors’ contributions
	Funding
	Availability of data and materials
	Ethics approval and consent to participate
	Consent for publication
	Competing interests
	Author details
	References
	Publisher’s Note

