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Abstract

Background: Coronavirus disease 2019 (COVID-19) is an infectious disease characterized by cough, fever, and
fatigue and 20% of cases will develop into severe conditions resulting from acute lung injury with the
manifestation of the acute respiratory distress syndrome (ARDS) that accounts for more than 50% of mortality.
Currently, it has been reported that some comorbidities are linked with an increased rate of severity and mortality
among COVID-19 patients. To assess the role of comorbidity in COVID-19 progression, we performed a systematic
review with a meta-analysis on the relationship of COVID-19 severity with 8 different underlying diseases.

Methods: PubMed, Web of Science, and CNKI were searched for articles investigating the prevalence of
comorbidities in severe and non-severe COVID-19 patients. A total of 41 studies comprising 12,526 patients were
included.

Results: Prevalence of some commodities was lower than that in general population such as hypertension (19% vs
23.2%), diabetes (9% vs 10.9%), chronic kidney disease (CKD) (2% vs 9.5%), chronic liver diseases (CLD) (3% vs 24.8%)
and chronic obstructive pulmonary disease (COPD) (3% vs 8.6%), while some others including cancer (1% vs 0.6%),
cardiovascular disease (6% vs 1.8%) and cerebrovascular disease (2% vs 0.9%) exhibited greater percentage in
COVID-19. Cerebrovascular disease (OR = 3.70, 95%CI 2.51–5.45) was found to be the strongest risk factor in disease
exacerbation, followed by CKD (OR = 3.60, 95%CI 2.18–5.94), COPD (OR = 3.14, 95% CI 2.35–4.19), cardiovascular
disease (OR = 2.76, 95% CI 2.18–3.49), malignancy (OR = 2.63, 95% CI 1.75–3.95), diabetes (OR = 2.49, 95% CI 2.10–
2.96) and hypertension (OR = 2.13, 95% CI 1.81–2.51). We found no correlation between CLD and increased disease
severity (OR = 1.32, 95% CI 0.96–1.82).

Conclusion: The impact of all eight underlying diseases on COVID-19 deterioration seemed to be higher in patients
outside Hubei. Based on different comorbidities, COVID-19 patients tend to be at risk of developing poor outcomes
to a varying degree. Thus, tailored infection prevention and monitoring and treatment strategies targeting these
high-risk subgroups might improve prognosis during the COVID-19 pandemic.
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Background
From December of 2019 to March of 2020, an outbreak
of pneumonia caused by severe acute respiratory syn-
drome coronavirus-2 (SARS-CoV-2), a novel type of cor-
onavirus sharing 79.5% genome identity with SARS-
CoV, was first found in Wuhan, Hubei province, and
spread rapidly to other cities and provinces across
China. The World Health Organization (WHO) has offi-
cially named this coronavirus as the 2019 novel corona-
virus (2019-nCoV) and the corresponding disease as
COVID-19 [1]. Compared to previously described acute
respiratory infectious diseases, SARS in 2003 and the
Middle East Respiratory Syndrome (MERS) in 2012,
COVID-19 shows lower mortality ranging from 0.7 to
4%, but enhanced transmission due to more than ten
times higher affinity to common target ACE2, causing a
rapid spread worldwide [2]. COVID-19 patients manifest
different degrees of clinical symptoms as mild, moderate,
severe, and critical illness. Many patients with COVID-
19 initially present flu-like symptoms as fever (91.3%),
dry cough (67.7%), and fatigue (51.0%), followed by dys-
pnea (30.4%) [3]. Most patients with these symptoms
have a good prognosis, while only a small portion of pa-
tients will convert into severe or critical cases, rapidly
developing lethal complications (such as acute respira-
tory distress syndrome, septic shock, and irreversible
metabolic acidosis) and even death, especially for the
elderly and those with underlying diseases [4]. Moreover,
it is found that many comorbidities correlate with the
severity of COVID-19. Thus, it is critical to identify the
sub-population that is more susceptible to the develop-
ment of adverse outcomes of COVID-19 and prevent
the deterioration from mild and moderate conditions to
the severe ones and reduce mortality. Furthermore, the
assessment of the specific risk factor underlying different
comorbidities is conducive to the special care of the tar-
geted population.
Thus far, common concerns presented from recent

studies regarding the prevalence of comorbidity in severe
COVID-19 patients include limited sample size, isolated
data of the one-center study, and inconsistent conclusions,
making it difficult to have an overall awareness. Thus, it is
necessary to carry out a meta-analysis to evaluate convin-
cing outcomes of this issue. This study aims to provide
systematic evaluation and detailed estimation of preva-
lence rates of different kinds of common comorbidities in
severe and non-severe COVID-19 patients and tries to il-
lustrate the outcomes by combination with underlying
pathogenesis to better understand how basic diseases con-
tribute to the aggravation of SARS-CoV-2 infection.

Method
The protocol of this systematic review and meta-analysis
was registered at the International Prospective Register

of Systematic Reviews (PROSPERO) and the registration
number is CRD42020178826. This meta-analysis was
performed under the guidance of the Preferred Report-
ing Items for Systematic Reviews and Meta-Analysis
(PRISMA) statement (An additional file shows this fol-
lowing the checklist in more detail [see
Additional file 1]).

Search strategy
To identify all the studies illustrating the prevalence of
comorbidities of SARS-CoV-2 infection in China, the
international databases, including PubMed and Web of
Science, and the Chinese database CNKI were searched
for articles published till 18 January 2021. The search
items and corresponding synonyms were combined with
Boolean operators “AND” and “OR” as follows:

(1). “COVID-19” or “2019-nCoV” or “novel
coronavirus” or “SARS-CoV-2” or “Coronavirus”.

(2). “comorbidities” or “characteristics” or “clinical
features” or “underlying diseases” or “basic diseases”
or “condition”.

(3). “China” or “Chinese”.
(4). (1) AND (2) AND (3)

Inclusion criteria
(1) Designed studies published online. (2) Studies con-
tained well-recorded clinical characteristics and epi-
demiological information of patients diagnosed with
COVID-19, including age, gender, symptoms, date of
hospitalization, and comorbidities. (3) Participants in the
study must be stratified into different groups according
to severity or disease progression, in the form of either
mild/moderate/severe/critical illness based on clinical
symptoms or ICU/non-ICU based on admission care.
Additionally, the basis of classification should be clearly
and officially defined.

Exclusion criteria
(1) Non-human studies, case report, systematic reviews
or abstract only; (2) Those with unavailable data or in-
complete information collected from study subjects; (3)
Repeated studies; (4) Pre-print articles; (5) Cases from
foreign countries outside China; (6) Cases merely classi-
fied on survival and death.

Literature selection and data extraction
Two reviewers (Y.T. and L.Y.) searched and selected the
studies individually. First, titles and abstracts were
screened. Second, full-text articles of potential interest
were screened to decide whether the literature should be
included according to the inclusion and exclusion cri-
teria. The information extracted from the literature in-
cludes authors, duration of clinical observation, the
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specific hospital that cases come from, sample size, gen-
der, age, respective numbers of severe and non-severe
cases with and without any comorbidity, and the propor-
tion of 4 common clinical symptoms among patients, in-
cluding fever, cough, myalgia and dyspnea. The above
information of included articles was encoded into an
Excel Spreadsheets according to different basic diseases.
(An additional file shows the data in more detail [see
Additional file 2]) Then the numbers of specific comor-
bidities appearing in severe and non-severe patients, in-
cluding hypertension, cardiovascular disease, diabetes,
COPD, malignancy, CKD, CLD, and cerebrovascular dis-
ease, were extracted from the identified studies.
The primary outcome of this systematic review and

meta-analysis was the prevalence of comorbidities
among all included COVID-19 patients no matter the
severity and was calculated as the proportion of those
with one of 8 widespread basic diseases among all con-
firmed anticipants. The secondary outcome was identify-
ing and estimating the risk comorbidities posed on the
progression of COVID-19. The measure of the second-
ary outcomes was to compare the prevalence of 8 types
of specific comorbidities in severe and non-severe cases
(mild and moderate clinical types were regarded as non-
severe, while severe and critically-ill were considered as
severe). If patients were not divided into four standard
clinical types, then we extracted the ICU and non-ICU
cases as severe and non-severe instead, respectively. For
cohort studies, after short-term following up, regarded
those experiencing disease progression or poorer out-
comes as severe, and those still in normal condition or
better outcomes as non-severe.

Data analysis and assessment of risk bias
All data analyses were performed by STATA 15, and art-
icle deduplication was done with Note-Express. Forest
plots were used to visually illustrate the distribution of
the outcome and effect size obtained from each included
study, and to demonstrate the pooled prevalence and the
effect on the severity of respective comorbidities in
COVID-19 from the selected studies. The pooled preva-
lence and 95% confidence intervals (CI) were calculated
for each of the selected comorbidities. The odd risk
(OR) and 95% CI were adopted to describe the effect
size of different underlying diseases on the development
of severe cases. Statistical significance of the difference
(the P-value of Z zone from overall test effect) was set as
P < 0.05 [5]. Statistical heterogeneity within and between
studies was evaluated by Cochrane’s Q test for presence
and I2 statistics for extent. To avoid false-positive results,
the heterogeneity was indicated to be significant when
P ≤ 0.1 or I2 ≥ 50% was performed [6]. Random-effects
model was applied to all analyses, regardless of
heterogeneity.

To preliminarily assess whether these basic diseases
increase the susceptibility to SARS-CoV-2 infection, we
compared the prevalence of these comorbidities between
COVID-19 patients and overall Chinese population by
u-test which is intended to infer whether the unknown
total rate π represented by the sample is different from
the known total rate π0. Generally, when np ≥ 5 and n
(1-p) ≥ 5 (n: the sample size, p: the sample rate), the dis-
tribution of the sample rate is similar to normal distribu-
tion, and the hypothesis test of the difference between
the sample rate and the overall population rate can be
tested by using the principle of normal distribution. In
this analysis, π0 was extracted from the latest published
authoritative data of the prevalence of different comor-
bidities across China, p was obtained from the result of
this meta-analysis on prevalence, and n refers to the
number of included cases as 12,526. Set α = 0.05 as
threshold, if π > 1.96, the difference between pooled
prevalence from meta-analysis and the overall prevalence
in China is statistically significant and thus not caused
by sampling error but COVID-19. (The detailed compu-
tational procedures and formulas of u-test are available
in additional file [see Additional file 2]).
To further test the correlation of comorbidity with ad-

verse outcomes and assess whether the impact of in-
fected areas was associated with comorbidities to disease
progression, subgroup analysis based on patient source
was conducted. Studies were stratified into two sub-
groups according to the region of patient source, one
group contained cases only from Hubei province, and
the other focused on regions out of Hubei. Besides, sub-
group analysis was used to test sensitivity by exploring
potential sources of heterogeneity from any of the two
subgroups. The risk of publication bias was assessed by
Begg rank correlation test and Egger linear regression
test, and P < 0.05 indicated that significant publication
bias existed in the pooled analysis. When results from
two tests contradicted with each other, then resort to
the result of Egger’s test for reference.

Results
Characteristics of included studies
Initial searching retrieved a total of 7409 citations. After
excluding duplicated and irrelevant studies, 399 poten-
tially eligible studies left and were screened for full-text.
Finally, we included 41 case series [7–47] for our litera-
ture review after excluding 318 records where necessary
information was unavailable or no stratification based on
severity among patients was displayed and 40 records
which shared cases from the same hospitals with other
included studies. The flow diagram of the search and
study selection process is shown in Fig. 1. The general
clinical characteristics of a total of 12,526 COVID-19 pa-
tients within 41 included studies are presented in
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Table 1. All 41 studies were focused on Chinese
population and performed at different hospitals in
China, among which 18 studies with a total of
6466 cases came from Wuhan and its adjacent cit-
ies within Hubei, the origin of COVID-19 outbreak
in China, while others were conducted outside
Hubei and covered 15 different provinces, includ-
ing Beijing, Shanghai, Chongqing, Anhui, Hunan,
Jiangsu, Jiangxi, Henan, Zhejiang, Guangxi, Gui-
zhou, Guangdong, Liaoning, Jilin and Sichuan. All
41 included studies were further sorted by comor-
bidities, with 39 on hypertension, 39 on diabetes,

31 on COPD, 30 on cardiovascular diseases, 23 on
CLD, 21 on CKD, 20 on malignancy and 16 on
cerebrovascular diseases. Fever was the most
prevalent symptom and cough the second, followed
by myalgia or dyspnea. The age of infected pa-
tients was distributed around 50 years old, ranging
from infants to very elderly people. The difference
of COVID-19 infection between male and female
patients was not distinct. As for comorbidity, the
proportion of patients with one or more comorbid-
ities in the severe group was noticeably higher
than that in the non-severe.

Fig. 1 The flow diagram of the number of studies screened and included in the meta-analysis
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Comorbidities in COVID-19 cases
Pooled estimation of prevalence of different comorbidi-
ties among COVID-19 patients are provided in Fig. 2 as
forest plots and summarized in Table 2. The results
showed that the comorbidities successively arrayed by
proportion were hypertension (19, 95% CI 16–22%), dia-
betes (9, 95% CI 8–11%), cardiovascular diseases (6, 95%
CI 4–7%), CLD (3, 95% CI 2–4%), COPD (3, 95% CI 2–
4%), cerebrovascular diseases (2, 95% CI 1–2%), CKD (2,
95% CI 1–2%) and malignancy (1, 95% CI 1–2%). Based
on Cochrane’s Q test, significant heterogeneity was ob-
served in the estimates of all comorbidities, with I2 ran-
ging from 37.8 to 93.9%. Results of u-test was listed in
Table 3, the proportion of malignancy and cardiovascu-
lar and cerebrovascular diseases in COVID-19 patients
was much higher than that in the general population
[48, 49] (***, P < 0.001), while the prevalence of hyper-
tension, diabetes, COPD, CLD and CKD were lower
than that of the overall Chinese population [50–53] (***,
P < 0.001).
Evaluation for the impact of these comorbidities on

COVID-19 severity was presented as forest plots in Fig. 3,
showing that the proportion of all comorbidities in se-
vere patients was significantly higher than that in non-
severe patients, with the exception of CLD (OR = 1.32,
95% CI 0.96–1.82). Cerebrovascular disease had the
highest OR value of 3.70 (95% CI 2.51–5.45), sequen-
tially followed by CKD (OR = 3.60, 95% CI 2.18–5.94),

COPD (OR = 3.14, 95% CI 2.35–4.19), cardiovascular
disease (OR = 2.76, 95% CI 2.18–3.49), diabetes (OR =
2.49, 95% CI 2.10–2.96), malignancy (OR = 2.63, 95% CI
1.75–3.95) and hypertension (OR = 2.13, 95% CI 1.81–
2.51). According to Cochran’s Q test result, apart from
hypertension which had the P-value of 0.007 and CKD
which had the P-value of 0.067 and thus was heteroge-
neous, no obvious heterogeneity (I2 ranged from 0 to
24.4%) existed among other comorbidities.
The P values of Egger’s and Begg’s tests towards each

comorbidity were above or approximate to 0.05, which
appears to have little publication bias presented in each
result. The detailed results of the tests for publication
bias were summarized in Table 4 and the result interface
from Stata15 can be found in the additional file [see
Additional file 2]. Subgroup analysis based on patient
source was conducted and presented within Fig. 3 as for-
est plots and the results were summarized in Table 5. In
all comorbidities, the OR value of non-Hubei group was
higher than that of Hubei group, and even doubled in
some diseases, such as CKD (6.28 vs 2.95) and hyperten-
sion (3.36 vs 1.45).

Discussion
Compared with previous reports, the present systematic
review and meta-analysis contained a relatively large
sample of more than 12,000 cases covering 16 provinces
in China and collected the most recent data (till January

Fig. 2 The Meta-analysis of the prevalence of comorbidities in COVID-19 cases. Weight was calculated from the binary random-effects model
analysis. The value represents the proportion of 8 diseases and 95% confidence intervals, respectively, together with heterogeneity analysis carried
by Q-test and I2 index. Parts for each comorbidity are arrayed in the figure orderly as follows: hypertension, diabetes, cardiovascular disease,
COPD, chronic kidney disease, chronic liver disease, cerebrovascular disease, malignancy
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2021) comparing subgroups of Hubei and non-Hubei to
show the prevalence of 8 comorbidities and their impact
on developing severity of COVID-19. On the whole, our
results were in the line with previous studies [54–56].
Therefore, it is safe to draw that hypertension, diabetes,
cardiovascular diseases are the most prevalent concomi-
tant diseases in patients with COVID-19 [57].
When compared with the prevalence of these indi-

cated morbidities in the general Chinese population, the
pooled prevalence of cardio-cerebrovascular diseases and
cancer were obviously higher in the hospitalized
COVID-19 patients; on the contrary, that of COPD,
CKD, and CLD were remarkably lower. Additionally, the
estimated prevalence of hypertension and diabetes in the
COVID-19 patients was not evidently different from that
of the overall population, suggesting that such patients
may not be more susceptible to SARS-CoV-2 infection.
(Details see Table 3).
We have compared 4 recent meta-analyses [54, 55]

[58, 59] on the correlation of various comorbidities with
disease progression and all of them agreed that hyper-
tension, cardiovascular disease, diabetes, and COPD are

commonly associated with the poor outcomes in
COVID-19. Three investigations have shown a signifi-
cant association of CKD with severe COVID 19 cases
[54, 55] [58]. According to a large multinational meta-
analysis, CLD and CKD were predictors for severe
COVID-19 with a similar power [55]. Besides, Singh
A.K. et al. [54] reported that cancer (RR = 2.48, 95% CI
1.46–4.19) was significantly associated with a higher risk
of severe COVID-19, compared to patients without co-
morbidities. However, Bolin Wang et al. [59] did not
find the correlation between the above 3 comorbidities
and aggravation of COVID-19. Few meta-analyses con-
sidered cerebrovascular disease independently, and some
incorporated it with cardiovascular disease or overlooked
it for a small sample size. Bolin Wang et al. [59] pointed
that cerebrovascular disease was an important independ-
ent risk factor for COVID-19 (OR = 3.89), which is simi-
lar to the present meta-analysis. On the contrary, Singh
A.K. et al. [54] indicated that cerebrovascular disease
was not significantly associated with severe COVID-19
(RR = 1.73 95% CI 0.74–4.05).
The present study revealed that with the exception of

CLD, other 7 underlying diseases exhibited statistically
significant correlation with severe COVID-19, of which
cerebrovascular disease was the strongest risk factor,
followed by CKD and COPD. Our results are in general
in line with previous reports although variations and
even discrepancy exist in some of individual studies.
This may be due to differences in size and sources of the
sample included, different statistical methods used, out-
come criteria, and ethnic background.
According to the estimated prevalence and the odds

risk of developing severe outcomes, 8 comorbidities can
be stratified into 3 groups. Firstly, pre-existing cardio-
cerebrovascular diseases and malignancy may both im-
pose higher susceptibility to SARS-CoV-2 infection and
develop to severe cases, which alerts both intensive
health care and such patients themselves during the out-
break. The prevalence of cardia-cerebrovascular diseases

Table 3 The comparison of prevalence of 8 comorbidities between included COVID-19 patients and the Chinese population [48–53]

Disease Prevalence from Meta-analysis (%) Prevalence from the general population (%) P-value *** Reference a

Hypertension 19 23.2 < 0.001 2018 [48]

Cardiovascular disease 6 1.8 < 0.001 2018 [48]

Cerebrovascular disease 2 0.9 < 0.001 2018 [48]

Diabetes 9 10.9 < 0.001 2013 [50]

COPD 3 8.6 < 0.001 2018 [51]

Chronic liver disease 3 > 24.8 < 0.001 2019 [52]

Chronic kidney disease 2 9.5 < 0.001 2017 [53]

Malignancy 1 0.6 < 0.001 Recent 5-year [49]

*** P < 0.001 The significant difference between the two groups is indicated by the u-test
aaReferences for the incidence of the indicated diseases in the general population were included in parenthesis. Dates under the heading of Reference refer to the
year in which statistic data was collected before

Table 2 The Meta-analysis of the prevalence of comorbidities in
COVID-19 cases

Diseases Pooled prevalence 95% CI I2 P

Hypertension 0.19 0.16–0.22 93.9 < 0.001

Cardiovascular disease 0.06 0.04–0.07 90.5 < 0.001

Diabetes 0.09 0.08–0.11 88.8 < 0.001

COPD 0.03 0.02–0.04 83.0 < 0.001

Cerebrovascular disease 0.03 0.02–0.05 61.4 0.001

Chronic renal disease 0.02 0.01–0.02 51.5 0.004

Chronic liver diseases 0.03 0.02–0.04 72.5 < 0.001

Malignancy 0.01 0.01–0.02 37.8 0.045

Pooled prevalence and 95% confidence intervals (95% CI) of 8 diseases were
presented respectively, together with the result of heterogeneity analysis
described as I2 and P value. P value for heterogeneity among studies assessed
with Cochran’s Q test
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in patients with COVID-19 was much higher than that
of general population, which may be explained by the
long-term use of angiotensin-converting enzyme inhibi-
tors (ACEI) or angiotensin receptor blockers (ARBs),
which upregulate ACE2, leading to an increase in con-
tracting SARS-CoV-2 [60, 61].
In keeping with Li et al. [62], our results showed that

patients with hypertension, cardio-cerebrovascular dis-
eases, and diabetes had more than 2-fold, 3-fold and 2-
fold increased risk of developing severe COVID-19, re-
spectively. These diseases share some common features,
including vascular endothelial injury, dysfunctional
hemostatic system, and pro-inflammatory state or
chronic inflammation [63]. These conditions usually ap-
pear with the overload of cytokines induced by viral

infection and are conducive to cytokine storms, leading
to critical illness [64]. According to pathological analysis,
most of the deaths are attributed to cytokine storm-
triggered multiple Organ Failure (MOF) and Acute Re-
spiratory Distress Syndrome (ARDS) [65]. On the other
hand, COVID-19 patients with concurrent cardiovascu-
lar diseases such as arrhythmia and atherosclerosis can
increase the likelihood of thromboembolic events, which
may further contribute to fatal cerebral ischemia and
acute stroke [60, 66]. And this trend could be acceler-
ated by pre-existing compromised cerebral vasculature,
hypercoagulability, and vessel inflammation in patients
with cerebrovascular diseases. Other critical complica-
tions induced by the hypercoagulable state included sys-
temic sepsis and micro-thrombosis formation in

Fig. 3 The risk of comorbidities in severe patients compared to Non-severe patients and subgroup analysis. Forest plots illustrate the comparison
of the specific comorbidity’s prevalence in severe and non-severe patients, together with the heterogeneity analysis carried by the Q-test and I2

index. In these panels, the size of the diamonds reflects the sample size, and the whiskers extend to the lower and upper values of the 95%
confidence interval (CI). Parts for each comorbidity are arrayed in the figure orderly as follows: hypertension, diabetes, cardiovascular disease,
COPD, chronic kidney disease, chronic liver disease, cerebrovascular disease, malignancy.

Table 4 The results of publication bias assessment by Egger’s test and Begg’s test

Comorbidities Egger’s test (P) Begg’s test (P)

Hypertension 0.375 0.578

Diabetes 0.570 0.828

Cardiovascular diseases 0.115 0.286

COPD 0.144 0.185

Malignancy 0.050 0.048

Chronic liver diseases 0.798 0.673

Chronic kidney diseases 0.260 0.566

Cerebrovascular diseases 0.372 0.620
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pulmonary blood vessels, which implies the possibility of
life-threatening pulmonary embolism [60]. Although the
pathophysiology behind may be overlapped, it is worth
noting that the risk of developing severe outcomes
where cerebrovascular and cardiovascular diseases pose
on COVID-19 patients are mutually independent, and
seem not affected by the presence of hypertension or
diabetes [60].
Secondly, the overall pooled prevalence of cancer in

COVID-19 infections was higher as compared to the
overall population in China (0.6%), ranging from 1 to
3.9% [54, 56] [67, 68], within which our results fall (1,
95% CI 1–2%). This may be associated with the sup-
pressed immunity that diminishes the ability of host sur-
veillance. In addition, frequent hospital visits or
hospitalization of cancer patients might increase the risk
of contracting SARS-CoV-2. The study of Liang et al.
[67] reported that patients with cancer had a higher risk
of severity than non-cancer patients, possibly due to
suppressed immune response as a result of chemo- and
radio-therapies.
Thirdly, patients with COPD and CKD appear to have

low risk of contracting SARS-CoV2 but tend to become
severe once infected. Given the prominent pulmonary
manifestations in COVID-19 patients and abundant ACE2
in the lung, it is reasonable to conceive severe outcomes
of COVID-19 with the underlying COPD. However, pub-
lished and this meta-analysis revealed the low prevalence
of COPD in COVID-19 patients [69, 70]. One plausible
explanation is that the long-term use of bronchodilators
for the COPD patients, such as inhaled steroids, beta-
agonists, or anticholinergics [71], could inhibit viral repli-
cation partly by lowering coronavirus receptor expression,
suppressing the function of acidic endosomes, and modu-
lating inflammation induced by infection in the airway,
thus reducing the susceptibility to infection [72]. However,
the patients with COPD are more vulnerable to the devel-
opment of severe and critical conditions. A gene profile
study has recently demonstrated that ACE-2 expression is
significantly elevated on bronchial epithelial cells in the
COPD patients, as compared to control subjects, which

might contribute to exacerbated progression [73]. Add-
itionally, it has been documented that COPD can lead to
systemic hypoxia, which is sensitive to the induction of
cytokine storms [74].
We did not find significant correlation between CLD

and the risk of COVID-19 infection. It is well-known
that there is a considerable burden of CLD (> 24.8%) in
Chinese population. The reason for the low prevalence
of CLD in Chinese COVID-19 patients is unclear. Two
independent multi-national meta-analyses with 38,000
[55] and 24,299 [75] cases showed that that worldwide
patients with CLD were more inclined to develop severe
outcomes of COVID-19 than those without.

Conclusion
Currently, the reliability of results from most clinical
studies is limited by small sample size and isolated
source of cases. Few systemic reviews shed light on the
comprehensive perspective of various underlying dis-
eases. In this meta-analysis, we analyzed eight different
common comorbidities about their prevalence among
COVID-19 patients and found that COPD, cardio-
cerebrovascular diseases, diabetes, hypertension, and
CKD were significant risk factors in development to se-
vere and critical cases. As the global population with co-
morbidity is rapidly growing and respiratory infections
like COVID-19 seriously threaten public health, our re-
sults alert both patients and medical workers about the
impact of various comorbidities on SARS-CoV-2 infec-
tion and deterioration of pneumonia and highlight the
necessity of tailored therapy and monitoring those with
basic diseases to avoid further cost and deaths.
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