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Table 3 Species assignment estimations from the two runs of STACEYand tr2-delimitation. For STACEY, only the best five hypotheses are presented.
Species level units are color-coded in shades of gray. * and + denote additional OTUs distinguished as separate species in suboptimal models
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26 loci, not accoun�ng for linkage

STACEY

15295 0.6126 6

1887 0.0755 7 * *

1605 0.0642 7 * * * * * * * * * * *

1241 0.0497 5

483 0.0193 7 *

tr2-delimita�on

NA NA 6

24 loci, accoun�ng for linkage

STACEY

25794 0.7344 6

1870 0.0532 7 *

747 0.0213 7 * * * * * * * * * * *

700 0.0199 7 *

394 0.0112 7 * * * * * * * * * * * * * *

tr2-delimita�on

NA NA 5

20 loci, excluding loci under possible environmental selection

STACEY

1725 0.0453 6

1429 0.0375 8 * + +

820 0.0215 7 + +

355 0.0093 9 * + + + + + + + + + + * * +

254 0.0067 7 *

tr2-delimita�on

NA NA
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