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In the original publication, the positions of the SNP markers
from the 50K SNP array are given according to GDDH13 v1.0
version of the apple reference genome and not according to
GDDH13 v1.1 version as stated in the original publication.

Publisher’s note Springer Nature remains neutral with regard to jurisdic-
tional claims in published maps and institutional affiliations.

The online version of the original article can be found at https://doi.org/
10.1007/s11295-020-01466-8
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