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The original version of this article unfortunately contained

errors.

In the ‘‘Results’’ section of the main text, under the

heading ‘‘NPHS2 gene mutation analysis’’, the sentence

that begins with ‘‘The heterozygous mutations’’ should

read:

The heterozygous mutations were observed one in exon 4

[nt21253 (G[A) in 2 %], one in exon 5 [nt23795 (C[T) in

2 %], one in exon 8 [nt29515 (C[T) in 3 %] and one in

intronic region [nt21306 (A[G) in 1 %].

In Table 2, the values of ‘‘Amino acid change’’ for P23

and P24, and ‘‘Nucleotide change’’ for P46 and P4 were

shown incorrectly. The corrected Table 2 is shown here.

The online version of the original article can be found under

doi:10.1007/s10157-016-1237-0.
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Table 2 Summary of NPHS2

gene variations in cases (INS)

and controls detected in the

study

Sample details Gene location Nucleotide change Amino acid change Mutation status

Control (N = 100) All exons No change Not applicable Not applicable

SSNS (N = 100) All exons No change Not applicable Not applicable

SRNS-number of patients (P) = 100

P44 Exon 4 nt21237 (T[C) L167P (novel) Homozygous

P7, P73 and P96 Exon 4 nt21240 (G[A) R168H (reported) Homozygous

rs ID: 530318579

P23 Intron nt21306 (A[G) No change (novel) Heterozygous

P24 Exon 5 nt23771 (C[T) R196* (reported) Homozygous

rs ID: 12568913

P47, P3 and P76 Exon 8 nt29515 (C[T) A297V (reported) Heterozygous

rs ID: 199506378

P46 and P4 Exon 5 nt23795 (C[T) L204L (reported) Heterozygous

rs ID: 199837664

P43 and P48 Exon 4 nt21253 (G[A) No change Heterozygous

P51 Exon 1 nt5221 (T[C) S46P (novel) Homozygous

P62 Exon 1 nt5250 (G[A) No change Homozygous

P78 Exon 5 nt23841 (A[T) Q219L (reported) Homozygous

rs ID: 113058664

P93 Exon 8 nt29680 (C[T) S192F (novel) Homozygous

P98 Exon 4 nt21260 (C[T) P175S (novel) Homozygous

SSNS steroid sensitive nephrotic syndrome, SRNS steroid resistant nephrotic syndrome, NT nucleotide
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