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Unfortunately, the online published article has formatting
error in Table 5, that complicates interpretation.
The correct Table 5 is given in the following page.

The online version of the original article can be found under
doi:10.1007/s00439-016-1687-1.

<] Barbara G. Schneider
barbara.schneider @ vanderbilt.edu 6

. . . . . . . Colombia
Vanderbilt Genetics Institute, Vanderbilt University Medical

Center, Nashville, TN, USA

Departments of Epidemiology and Biostatistics, Case

Department of Pathology, School of Medicine, Universidad
del Valle, Cali 760043, Colombia

Department of Biology, University of Narifio, Pasto 520002,

Stanley S. Scott Cancer Center, Louisiana State University
Health Sciences Center, New Orleans, LA, USA

Western Reserve University School of Medicine, Cleveland,
OH, USA

Departments of Genetics and Genome Sciences, Case
Western Reserve University School of Medicine, Cleveland,
OH, USA

Division of Gastroenterology, Department of Medicine,
Vanderbilt University Medical Center, 2205 Garland Avenue,
Nashville, TN 37232, USA

Department of Surgery, Vanderbilt University Medical
Center, Nashville, TN, USA

Department of Veterans Affairs, Veterans Affairs Tennessee
Valley Healthcare System and Office of Medical Research,
Nashville, TN, USA

@ Springer


http://crossmark.crossref.org/dialog/?doi=10.1007/s00439-016-1708-0&domain=pdf
http://dx.doi.org/10.1007/s00439-016-1687-1

908 Hum Genet (2016) 135:907-908

Table 5 Variables affecting

T . Independent variable(s) B 95 % CI p value

gastric histopathology scores in

the methylation group Age 0.026 (0.006, 0.045) 0.009
Region of origin 0.40 (0.10, 0.69) 0.008
Dominant rs6587239 —0.45 (—0.76, —0.15) 0.004
GATAS5 methylation 0.028 (0.012, 0.045) 0.001
Sex (male) —0.28 (—0.58, 0.023) 0.070
vacA s —-0.59 (—0.96, —0.22) 0.002
Age 0.022 (0.005, 0.040) 0.013
Region of origin 0.18 (0.093, 0.46) 0.194
Dominant rs6587239 —1.20 (=2.07, —0.33) 0.007
GATA methylation —0.012 (—0.044, 0.020) 0.463
vacA s2 -0.73 (—1.08, —0.39) 428 x 1073
Interaction of Dom rs6587239 * 0.040 (0.003, 0.076) 0.033

GATAS5 methylation

n=189
The top half of the table shows independent covariates in univariate tests

The lower half shows covariates in a single regression model
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