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The original version of this article contained errors in the 
species names of Fig. 1. The authors apologize for this 
oversight. The corrected Fig. 1 can be found below.

Fig. 1  The relationships of the species and the number detail of the ZF-HD family of each species. The left of this figure shows the categories of 
the species; the right of this figure shows the number detail of the ZF-HD family of each species
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