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In the original publication, corresponding author informa-
tion missed indicating that Dr. Zadeh and Dr. Papi are co-
corresponding and co-senior authors of this manuscript.

Author contributions LP and GZ conceived the entire project. Together 
with SM they designed, performed and analyzed the majority of the 
experiments in this study, prepared figures, and wrote the manuscript. 
SM, YM, SS, and IP collected and analyzed data. YM, JL, VP, YS, and 
PR performed bioinformatics data analysis. KA, ASR, and SK per-
formed pathology review of the cases. RS and FG helped with patient 
characterization. MMF and LP provided data and samples. SA, SK, 
DL, FN, OS, KO, SRP, and JB provided technical assistance, data 

interpretation, and reviewed the manuscript. TJP provided computa-
tional expertise.

Publisher’s Note Springer Nature remains neutral with regard to 
jurisdictional claims in published maps and institutional affiliations.

Gelareh Zadehand Laura Papi are  co-senior authors of this 
manuscript.

The original article can be found online at https ://doi.org/10.1007/
s0040 1-020-02230 -x.
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