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The original version of this article unfortunately contained 
a typesetting error in Fig 3c. The corrected Fig. 3 is given 
in the following page.
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Pineoblastoma Molecular cohort (n =32)

M
ut

at
io

ns
C

yt
og

en
et

ic
s

S
JP

B
02

S
JP

B
01

S
JP

B
39

S
JP

B
27

S
JP

B
36

S
JP

B
32

S
JP

B
33

S
JP

B
29

S
JP

B
34

S
JP

B
40

S
JP

B
43

S
JP

B
41

S
JP

B
42

S
JP

B
35

S
JP

B
38

S
JP

B
26

S
JP

B
37

S
JP

B
28

S
JP

B
30

S
JP

B
08

S
JP

B
31

S
JP

B
22

S
JP

B
23

S
JP

B
20

S
JP

B
21

S
JP

B
24

S
JP

B
25

S
JP

B
05

S
JP

B
03

S
JP

B
07

S
JP

B
04

S
JP

B
06

Subgroup
Metastatic
PD
Sex
Germline

0
5

10
15

Age

DICER1

DROSHA

DGCR8

1q

5q

7p

7q

12p

12q

14q

17p

17q

Alternations
Frameshift
Nonsense
Germline
Loss
Gain
Missing Data

Allele Frequency

Subgroup
PB−A
PB−B−like
PB−B
PB−FOXR2

Sex
M
F

Germline material
Yes
No

PD
Yes
No

Metastatic
Yes
No

a b

100 200 300 400 500 600 700 800 900 1000 1100 1200 1300

100 200 300 400 500 600 700

200 400 600 800 1000 1200 1400 1600 1800

DICER1

DROSHA

DGCR8

S29
0X

Q39
3X

K71
7R

fs*
3

Q10
07

X

L1
09

4R
fs*

8

Y12
25

X

Y93
6X

S80
6f

s*
0

S94
4Q

fs*
9

Q46
6X

R59
7T

fs*
44

FRAMESHIFT
NONSENSE
Somatic
Germline

p15.32 p15.2 p14.3 p14.1 p13.2 p12 q11.1 q12.1 q13.1 q13.3 q14.2 q15 q21.1 q21.3 q22.3 q23.2 q31.1 q31.3 q32 q33.2 q34 q35.1 q35

chr22

p13 p12 p11.2 p11.1 q11.1 q11.21 q11.22 q12.1 q12.2 q12.3 q13.1 q13.2 q13.31 q13.32

chr14

p13 p12 p11.2 p11.1 q11.2 q12 q13.1 q21.1 q21.2 q21.3 q22.1 q22.3 q23.2 q24.1 q24.3 q31.1 q31.3 q32.12 q32.2 q32.32

DICER1

DROSHA

DGCR8

.3

PB-A
PB-FOXR2

PB-B-like

PB-B

PB-A
PB-FOXR2

PB-B-like

PB-B

PB-A
PB-FOXR2

PB-B-like

PB-B

c

Chr22−1.2

−0.8

−0.4

0.0

0.4

0.8

1.2

DGCR8

−1.2

−0.8

−0.4

0.0

0.4

0.8

1.2

  DROSHA

−1.2

−0.8

−0.4

0.0

0.4

0.8

1.2

Chr5

Chr14

SJPB20

SJPB43

SJPB22

 DICER1

= 0.5  = 1



275Acta Neuropathologica (2020) 139:273–275	

1 3

The original article has been corrected.Fig. 3   Genomic alterations in molecularly defined pineoblastomas. 
a Oncoprint depicting loss-of-function mutations and/or allelic dele-
tions in miRNA pathway genes DICER1, DROSHA, and DGCR8 in 
addition to subgroup-specific chromosomal arm–level copy-number 
alterations, patient demographics, and outcome. b Lollipop plots 
depicting deleterious somatic and germline mutations in miRNA 
pathway genes DICER1, DROSHA, and DGCR8. chr, chromosome; 
fs, frameshift; X, stop codon. c Three exemplary copy-number 
plots highlighting 14q loss involving the DICER1 locus, focal 5p 
loss involving the DROSHA locus, and focal 22q loss involving the 
DGCR8 locus. Corresponding chromosomal regions of all sam-
ples from the molecular cohort, showcasing the restriction of these 
cytogenetic events to PB-B and PB-B–like subgroups. Chr chromo-
some, F female, M male, PD progressive disease
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