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                                    Abstract
DNA microarray technology has revolutionized cancer research through the ability to obtain a genomewide perspective of gene expression. More than 25 published studies have profiled human prostate tissues, and the number of dysregulated genes identified through microarray studies is still expanding. However, although we have gained tremendous insight into expression differences between benign and cancerous prostate tissue, much remains to be understood regarding gene expression in the context of progression from benign to clinically localized prostate cancer to metastatic disease. In this review, after briefly introducing DNA microarrays and the current state of expression profiling in prostate cancer (CaP), we focus on how profiling studies have contributed to our knowledge of gene expression in CaP progression, particularly in advanced disease. Studies attempting to identify expression signatures correlating with Gleason grade are discussed. In addition, studies characterizing expression in aggressive tumors, either by profiling metastatic samples directly or identifying gene signatures characteristic of localized tumors likely to recur after surgical resection, are analyzed. Results from these studies will be synthesized to characterize CaP progression and identify focused areas of future analysis. The limitations of current approaches are also addressed, particularly in translating conclusions from these studies to clinical practice. We conclude with a discussion of important advances and future areas for expression profiling in the context of understanding CaP progression.
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