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chromatography”. In this chapter, the author writes how 
several forms of silica gels were constructed by a com-
putational method and the most suitable form used. What 
computational method, and how was, and on what criteria, 
was the most suitable form selected? This was a question I 
asked repeatedly throughout the book. How?

I know that to do in silico chromatography you have to 
make some very simple assumptions but to say, as the author 
does, that 50 % of the model surface silicon atoms can be 
converted to silanol groups is far too simplistic. There are 
many real practical papers in the literature that give more 
realistic numbers about the surface concentration of silanols 
and they also break down the distribution into isolated, ger-
minal and vicinal silanols. The model for the 3D structure 
of silica used in the modelling again is far too simple and 
above all does not cover a sufficient surface area. At least 
>1,000 atoms must be used and the model does not take into 
account the porous nature of most silicas. However, my big-
gest concern about the book is that someone made the deci-
sion to print it in black and white. This is fine for a textbook 
without molecular modelling images. But this book is full 
of these images and they should have been in colour for the 
reader to stand any chance of following them. The author 
goes to great lengths in trying to describe the images in 
terms of black, white, grey, dark grey, etc. but on most of 
the structures you cannot work out what is a carbon atom 
and what is nitrogen or other atoms. Also the bond lengths 
are printed in light grey, making them very difficult to read.

In conclusion I feel that Toshihiko Hanai has worked 
exceptionally hard to produce this book but it fails because 
the images needed to be in colour and the modelling is 
far too simplistic. As a reader I was left repeatedly ask-
ing the question, “How was this done”? and this was never 
answered.
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It is encouraging to find a book written by one author as it 
is more usual nowadays for one person to edit a book with 
chapters written by other authors. Toshihiko Hanai must 
be congratulated on what must have been a mammoth task 
of processing, collecting the data, processing it and finally 
writing this book.

The book consists of 11 chapters including the introduc-
tion. They cover the basic concepts of molecular energies 
to model phases, then the range of separation techniques 
to the final chapters where protein affinity chromatography 
and high sensitivity detection are discussed. It is unfortunate 
that they are written as scientific papers rather than a style 
suitable for a book format. The chapters are full of data but 
lack information on how the data were obtained. In the early 
chapters details are given on the simple energy equations 
used, but there was no information on how this was done.

In Chapter 3 “The design of model phases for chro-
matography” this point is highlighted. The chapter 
should really be entitled “Very simple model phases for 
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