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                     Abstract
Proteins are highly complex and flexible structures. Rendering tools are often used to study their dynamics, functions and in some cases even deformations that arise due to slow dynamics. In this work, we present Pro Vis, a visualization tool for 3-dimensional rend ering of protein molecules with the ability to create and display anaglyph images. The tool allows for viewing the protein molecules, locating atoms, viewing bonds, viewing the protein backbone, searching for specific bonds, visualizing them and also analyzing the various scalar properties of the protein. The use of display lists allows for very fast rendering and real time animation of the complex molecules with negligible latency time between scenes. The novelty of the tool is the interface which combines the power of 3D visualization using anaglyphs with the geometry and graphics of the protein to provide a real-time interaction environment for large amounts of abstract data.
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These keywords were added by machine and not by the authors. This process is experimental and the keywords may be updated as the learning algorithm improves.
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